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Figure S1. Position weight matrices constructed using previously defined transcription signal 

data for ten known E. coli K12 MG1655 sRNA genes (see Table S1 for details). (A) PWM1 

constructed using –35 promoter box data. (B) PWM2 constructed using –10 promoter box data. 

(C) PWM3 constructed using Rho-independent terminator box data. The above three training 

set-derived PWM were used in the analyses described in this study. 

 

 


