Table S1.  USA300 proteins identified by surface proteomics.
	Localizationa)
	Protein
	FPR3757 numberb)
	Mascot score
	Signal sequencec)
	Anchoring motif
	Experimental localization

	Cell wall associated
	Immunoglobulin G binding protein A (Spa)
	0113
	6910
	Yes
	LPxTG, LysM
	Cell wall [1]

	
	Autolysin (Atl)
	0955
	487
	Yes
	
	Cell wall [2]

	
	Iron-regulated surface determinant A (IsdA)
	1029
	381
	Yes
	LPxTG
	Cell wall [3]

	
	Immunoglobulin G binding protein Sbi
	2364
	204
	Yes
	
	Cell wall [4]

	
	Clumping factor B (ClfB)
	2565
	174
	Yes
	LPxTG
	Cell wall [5]

	
	SasD
	0136
	167
	Yes
	LPxTG
	Cell wall 
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]
[6]

	
	5’-nucleotidase
	0025
	124
	Yes
	LPxTG
	Cell wall [7]

	
	Iron-regulated surface determinant B (IsdB)
	1028
	89
	Yes
	LPxTG
	Cell wall [3]

	
	Fibronectin binding protein B (FnbB)
	2440
	82
	Yes
	LPxTG
	Cell wall [8]

	
	Fibronectin binding protein A (FnbA)
	2441
	82
	Yes
	LPxTG
	Cell wall [9]

	
	Enolase (Eno)
	0760
	71
	No
	
	Cell wall 
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]
[10]

	
	Ser-Asp rich fibrinogen/bone sialoprotein-binding protein SdrE
	0548
	58
	Yes
	LPxTG
	Cell wall [11]

	
	N-acetylmuramyl-L-alanine amidase Sle1
	0438
	46
	Yes
	LysM
	Cell wall 
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[12]

	
	SasF
	2581
	43
	Yes
	LPxTG
	Cell wall 
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[6]

	
	Clumping factor A (ClfA)
	0772
	27
	Yes
	LPxTG
	Cell wall [13]

	
	Iron-regulated surface determinant H (IsdH/HarA/SasI)
	1677
	26
	Yes
	LPxTG
	Cell wall 
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[6]

	
	Extracellular matrix protein-binding protein (Emp)
	0774
	22
	Yes
	
	Cell wall [14]

	Extracellular
	Leukotoxin S-H (LukS-H or LukH)
	1975
	1760
	Yes
	
	Extracellular (this study)

	
	Immunodominant staphylococcal antigen A (IsaA)
	2506
	1044
	Yes
	
	Cell wall, extracellular [15]

	
	Staphylococcal secretory antigen A (SsaA)
	2249
	599
	Yes
	
	

	
	Leukotoxin F-G (LukF-G or LukG)
	1974
	338
	Yes
	
	Extracellular (this study)

	
	Hypothetical exported protein
	0602
	311
	Yes
	
	

	
	Hypothetical exported protein
	0372
	215
	Yes
	
	

	
	Staphopain (ScpA)
	1890
	208
	Yes
	
	Extracellular [16]

	
	Efb-homologous protein (Ehp)
	1052
	157
	Yes
	
	Extracellular 
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[17]

	
	Delta-hemolysin (Hld)
	1988
	114
	No
	
	Extracellular [18]

	
	Phenol soluble modulin β1
	1067
	92
	No
	
	Extracellular 
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[19]

	
	Thermonuclease (Nuc)
	0776
	48
	Yes
	
	Extracellular  ADDIN EN.CITE <EndNote><Cite><Author>Cuatrecasas</Author><Year>1967</Year><RecNum>743</RecNum><record><rec-number>743</rec-number><foreign-keys><key app="EN" db-id="w9rafxwvis0de9eeptspraexexz9eeeze55f">743</key></foreign-keys><ref-type name="Journal Article">17</ref-type><contributors><authors><author>Cuatrecasas, P.</author><author>Fuchs, S.</author><author>Anfinsen, C. B.</author></authors></contributors><titles><title>Catalytic properties and specificity of the extracellular nuclease of Staphylococcus aureus</title><secondary-title>J Biol Chem</secondary-title></titles><periodical><full-title>J Biol Chem</full-title></periodical><pages>1541-7</pages><volume>242</volume><number>7</number><edition>1967/04/10</edition><keywords><keyword>Calcium</keyword><keyword>Catalysis</keyword><keyword>DNA, Bacterial/*metabolism</keyword><keyword>Hydrogen-Ion Concentration</keyword><keyword>Metals</keyword><keyword>Micrococcal Nuclease/metabolism</keyword><keyword>Nucleotides</keyword><keyword>Phosphoric Monoester Hydrolases/*metabolism</keyword><keyword>RNA, Bacterial/*metabolism</keyword><keyword>Spectrophotometry</keyword><keyword>Staphylococcus/*enzymology</keyword></keywords><dates><year>1967</year><pub-dates><date>Apr 10</date></pub-dates></dates><isbn>0021-9258 (Print)&#xD;0021-9258 (Linking)</isbn><accession-num>4290246</accession-num><urls><related-urls><url>http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&amp;db=PubMed&amp;dopt=Citation&amp;list_uids=4290246</url></related-urls></urls><language>eng</language></record></Cite></EndNote>[20]

	
	Staphylococcal complement inhibitor (SCIN)
	1919
	47
	Yes
	
	Extracellular  ADDIN EN.CITE <EndNote><Cite><Author>Rooijakkers</Author><Year>2005</Year><RecNum>744</RecNum><record><rec-number>744</rec-number><foreign-keys><key app="EN" db-id="w9rafxwvis0de9eeptspraexexz9eeeze55f">744</key></foreign-keys><ref-type name="Journal Article">17</ref-type><contributors><authors><author>Rooijakkers, S. H.</author><author>Ruyken, M.</author><author>Roos, A.</author><author>Daha, M. R.</author><author>Presanis, J. S.</author><author>Sim, R. B.</author><author>van Wamel, W. J.</author><author>van Kessel, K. P.</author><author>van Strijp, J. A.</author></authors></contributors><auth-address>Eijkman Winkler Institute, University Medical Center Utrecht, G04.614, 3584 CX Utrecht, The Netherlands. s.h.m.rooijakkers@azu.nl</auth-address><titles><title>Immune evasion by a staphylococcal complement inhibitor that acts on C3 convertases</title><secondary-title>Nat Immunol</secondary-title></titles><periodical><full-title>Nat Immunol</full-title></periodical><pages>920-7</pages><volume>6</volume><number>9</number><edition>2005/08/09</edition><keywords><keyword>Bacterial Proteins/*immunology/*metabolism</keyword><keyword>Complement C3 Convertase, Alternative Pathway</keyword><keyword>Complement C3b/*metabolism</keyword><keyword>Complement Inactivator Proteins/*immunology/*metabolism</keyword><keyword>Complement System Proteins/immunology/metabolism</keyword><keyword>Humans</keyword><keyword>Neutrophils/immunology</keyword><keyword>Peptide Fragments/*metabolism</keyword><keyword>Phagocytosis</keyword><keyword>Staphylococcus aureus/immunology/metabolism</keyword></keywords><dates><year>2005</year><pub-dates><date>Sep</date></pub-dates></dates><isbn>1529-2908 (Print)&#xD;1529-2908 (Linking)</isbn><accession-num>16086019</accession-num><urls><related-urls><url>http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&amp;db=PubMed&amp;dopt=Citation&amp;list_uids=16086019</url></related-urls></urls><electronic-resource-num>ni1235 [pii]&#xD;10.1038/ni1235</electronic-resource-num><language>eng</language></record></Cite></EndNote>[21]

	
	N-acetylmuramoyl-L-alanine amidase
	2579
	36
	Yes
	
	

	
	Gamma-hemolysin component A (HlgA)
	2565
	30
	Yes
	
	Extracellular [22]

	
	Hypothetical protein
	0992
	28
	Yes
	
	

	
	5’-nucleotidase, acid phosphatase
	0307
	23
	Yes
	
	Extracellular [7] ADDIN EN.CITE <EndNote><Cite><Author>Nugent</Author><Year>1982</Year><RecNum>382</RecNum><record><rec-number>382</rec-number><foreign-keys><key app="EN" db-id="w9rafxwvis0de9eeptspraexexz9eeeze55f">382</key></foreign-keys><ref-type name="Journal Article">17</ref-type><contributors><authors><author>Nugent, K. M.</author><author>Pesanti, E. L.</author></authors></contributors><titles><title>Nonphagocytic clearance of Staphylococcus aureus from murine lungs</title><secondary-title>Infect Immun</secondary-title></titles><periodical><full-title>Infect Immun</full-title></periodical><pages>1185-91</pages><volume>36</volume><number>3</number><keywords><keyword>Animals</keyword><keyword>Female</keyword><keyword>Immunity, Cellular</keyword><keyword>Lung/immunology/*microbiology</keyword><keyword>Macrophages/*immunology</keyword><keyword>Mice</keyword><keyword>Phagocytosis</keyword><keyword>Research Support, Non-U.S. Gov&apos;t</keyword><keyword>Research Support, U.S. Gov&apos;t, Non-P.H.S.</keyword><keyword>Research Support, U.S. Gov&apos;t, P.H.S.</keyword><keyword>Staphylococcal Infections/*immunology</keyword></keywords><dates><year>1982</year><pub-dates><date>Jun</date></pub-dates></dates><accession-num>7095846</accession-num><urls><related-urls><url>http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&amp;db=PubMed&amp;dopt=Citation&amp;list_uids=7095846</url></related-urls></urls></record></Cite></EndNote>

	
	Carboxy-terminal processing protease (CtpA)
	1313
	22
	No
	
	

	
	Lipase (Geh/Lip)
	2603
	21
	Yes
	
	Extracellular [23]

	
	Triacylglycerol lipase
	0320
	21
	Yes
	
	

	Membrane
	Peptidyl-prolyl cis-trans isomerase (PrsA)
	1790
	135
	Yes
	
	Membrane  ADDIN EN.CITE <EndNote><Cite><Author>Stoll</Author><Year>2005</Year><RecNum>621</RecNum><record><rec-number>621</rec-number><foreign-keys><key app="EN" db-id="w9rafxwvis0de9eeptspraexexz9eeeze55f">621</key></foreign-keys><ref-type name="Journal Article">17</ref-type><contributors><authors><author>Stoll, H.</author><author>Dengjel, J.</author><author>Nerz, C.</author><author>Gotz, F.</author></authors></contributors><auth-address>Mikrobielle Genetik, Universitat Tubingen, Auf der Morgenstelle 28, D-72076 Tubingen, Germany.</auth-address><titles><title>Staphylococcus aureus deficient in lipidation of prelipoproteins is attenuated in growth and immune activation</title><secondary-title>Infect Immun</secondary-title></titles><periodical><full-title>Infect Immun</full-title></periodical><pages>2411-23</pages><volume>73</volume><number>4</number><keywords><keyword>Genome, Bacterial</keyword><keyword>Humans</keyword><keyword>Interleukin-1/biosynthesis</keyword><keyword>Lipoproteins/*metabolism</keyword><keyword>Monocytes/immunology</keyword><keyword>Operon</keyword><keyword>Protein Sorting Signals</keyword><keyword>Staphylococcus aureus/genetics/growth &amp; development/*immunology</keyword><keyword>Transferases/genetics/*physiology</keyword><keyword>Tumor Necrosis Factor-alpha/biosynthesis</keyword></keywords><dates><year>2005</year><pub-dates><date>Apr</date></pub-dates></dates><accession-num>15784587</accession-num><urls><related-urls><url>http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&amp;db=PubMed&amp;dopt=Citation&amp;list_uids=15784587 </url></related-urls></urls></record></Cite></EndNote>[24]

	
	Elastin binding protein (EbpS)
	1370
	100
	No
	LysM
	Membrane [25]

	
	Hypothetical exported protein; putative lipoprotein
	0079
	65
	Yes
	
	

	
	MecA protein
	0032
	46
	Yes
	
	

	
	Hypothetical protein; membrane protein possibly part of ATP transporter
	0934
	42
	Yes
	
	

	
	ABC transporter permease protein
	2556
	33
	Yes
	
	

	
	Cell shape-determining protein MreC
	1605
	29
	Yes
	
	

	
	Glycerol phosphate lipoteichoic acid synthase (LtaS)
	0703
	24
	Yes
	
	Membrane  ADDIN EN.CITE <EndNote><Cite><Author>Grundling</Author><Year>2007</Year><RecNum>639</RecNum><record><rec-number>639</rec-number><foreign-keys><key app="EN" db-id="w9rafxwvis0de9eeptspraexexz9eeeze55f">639</key></foreign-keys><ref-type name="Journal Article">17</ref-type><contributors><authors><author>Grundling, A.</author><author>Schneewind, O.</author></authors></contributors><auth-address>Department of Microbiology, University of Chicago, 920 East 58th Street, Chicago, IL 60637, USA.</auth-address><titles><title>Synthesis of glycerol phosphate lipoteichoic acid in Staphylococcus aureus</title><secondary-title>Proc Natl Acad Sci U S A</secondary-title></titles><periodical><full-title>Proc Natl Acad Sci U S A</full-title></periodical><pages>8478-83</pages><volume>104</volume><number>20</number><keywords><keyword>Bacterial Proteins/metabolism</keyword><keyword>Cell Division</keyword><keyword>Cell Membrane/metabolism</keyword><keyword>Escherichia coli/metabolism</keyword><keyword>Genetic Complementation Test</keyword><keyword>Lipopolysaccharides/*biosynthesis</keyword><keyword>Staphylococcus aureus/cytology/growth &amp; development/*metabolism</keyword><keyword>Teichoic Acids/*biosynthesis</keyword></keywords><dates><year>2007</year><pub-dates><date>May 15</date></pub-dates></dates><accession-num>17483484</accession-num><urls><related-urls><url>http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&amp;db=PubMed&amp;dopt=Citation&amp;list_uids=17483484 </url></related-urls></urls></record></Cite></EndNote>[26]

	
	Capsular polysaccharide biosynthesis chain length regulator (CapA)
	2598
	22
	Yes
	
	

	
	Manganese-binding protein PsaA/MntC/SitC
	0618
	22
	Yes
	
	Membrane  ADDIN EN.CITE <EndNote><Cite><Author>Stoll</Author><Year>2005</Year><RecNum>621</RecNum><record><rec-number>621</rec-number><foreign-keys><key app="EN" db-id="w9rafxwvis0de9eeptspraexexz9eeeze55f">621</key></foreign-keys><ref-type name="Journal Article">17</ref-type><contributors><authors><author>Stoll, H.</author><author>Dengjel, J.</author><author>Nerz, C.</author><author>Gotz, F.</author></authors></contributors><auth-address>Mikrobielle Genetik, Universitat Tubingen, Auf der Morgenstelle 28, D-72076 Tubingen, Germany.</auth-address><titles><title>Staphylococcus aureus deficient in lipidation of prelipoproteins is attenuated in growth and immune activation</title><secondary-title>Infect Immun</secondary-title></titles><periodical><full-title>Infect Immun</full-title></periodical><pages>2411-23</pages><volume>73</volume><number>4</number><keywords><keyword>Genome, Bacterial</keyword><keyword>Humans</keyword><keyword>Interleukin-1/biosynthesis</keyword><keyword>Lipoproteins/*metabolism</keyword><keyword>Monocytes/immunology</keyword><keyword>Operon</keyword><keyword>Protein Sorting Signals</keyword><keyword>Staphylococcus aureus/genetics/growth &amp; development/*immunology</keyword><keyword>Transferases/genetics/*physiology</keyword><keyword>Tumor Necrosis Factor-alpha/biosynthesis</keyword></keywords><dates><year>2005</year><pub-dates><date>Apr</date></pub-dates></dates><accession-num>15784587</accession-num><urls><related-urls><url>http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&amp;db=PubMed&amp;dopt=Citation&amp;list_uids=15784587 </url></related-urls></urls></record></Cite></EndNote>[24]

	
	Phosphonate ABC transporter substrate binding protein
	0145
	22
	Yes
	
	

	
	ABC transporter substrate binding protein
	0437
	21
	Yes
	
	

	
	LysE/YggA family protein; lysine efflux permease
	0784
	20
	No
	
	

	
	ATP binding protein (contains P loop)
	0748
	19
	No
	
	

	Cytoplasmic
	Protein translation elongation factor Tu (EF-Tu, Tuf)
	0533
	208
	No
	
	

	
	Protein translation elongation factor G (EF-G, FusA)
	0532
	77
	No
	
	

	
	Triosephosphate isomerase (TpiA)
	0758
	62
	No
	
	

	
	Ribosomal protein L25P/general stress protein (Ctc)
	0479
	57
	No
	
	

	
	Ribosomal protein L10P
	0524
	53
	No
	
	

	
	Ribosomal protein S9P (RpsI)
	2171
	52
	No
	
	

	
	Malate:quinone oxidoreductase (Mqo2)
	2541
	51
	No
	
	

	
	Ribosomal protein L13P (RplM)
	2172
	49
	No
	
	

	
	Pyruvate dehydrogenase E1 component (PdhB)
	0994
	48
	No
	
	

	
	Ribosomal protein S2P (RpsB)
	1149
	46
	No
	
	

	
	Ribosomal protein S7P
	0531
	44
	No
	
	

	
	Ribosomal protein S3 (RpsC)
	2198
	43
	No
	
	

	
	Ribosomal protein S4P (RpsD)
	1666
	42
	No
	
	

	
	Ribosomal protein S12 (RpsL)
	0530
	41
	No
	
	

	
	Ribosomal protein L19P (RplS)
	1134
	40
	No
	
	

	
	ATP synthase (AtpA)
	2060
	39
	No
	
	

	
	Cell division protein FtsZ
	1080
	38
	No
	
	

	
	Glyceraldehyde-3-phosphate dehydrogenase (GapC)
	0756
	38
	No
	
	

	
	Ribosomal protein L6P (RplF)
	2189
	37
	No
	
	

	
	Ribosomal protein L22P (RplV)
	2199
	34
	Yes
	
	

	
	Methionyl-tRNA synthetase/protein secretion chaperonin (CsaA)
	0467
	33
	No
	
	

	
	Ribosomal protein L15 (RplO)
	2185
	33
	No
	
	

	
	Ribosomal protein S5P (RpsE)
	2187
	32
	No
	
	

	
	Ribosomal protein L24P (RlpX)
	2193
	32
	No
	
	

	
	Ribosomal protein L12P (L7/L12)
	0525
	29
	No
	
	

	
	Transcriptional regulator, TetR family (AcrR)
	2322
	29
	No
	
	

	
	DNA-binding protein HU (Hup)
	1362
	29
	No
	
	

	
	DNA polymerase III, delta subunit (HolA)
	1546
	27
	No
	
	

	
	Enoyl-[acyl-carrier protein] reductase (FabI)
	0912
	27
	No
	
	

	
	Ribosomal protein S13P (RpSM)
	2180
	27
	No
	
	

	
	Protein translation elongation factor Ts (EF-Ts, Tsf)
	1150
	26
	No
	
	

	
	Inosine-5’-monophosphate dehydrogenase
	0388
	25
	No
	
	

	
	Ribosomal protein L17P (RplQ)
	2177
	24
	No
	
	

	
	Uracil phosphoribosyltransferase (Upp)
	2066
	24
	No
	
	

	
	Alkaline shock protein (Asp23)
	2142
	23
	No
	
	

	
	Hypothetical/putative pit accessory protein
	0649
	23
	No
	
	

	
	Mevalonate kinase (MvaK1)
	0572
	23
	No
	
	

	
	Poly(glycerol-phosphate) alpha-glucosyltransferase
	0939
	23
	No
	
	

	
	Sigma factor sigB regulation protein RsbU
	2025
	23
	No
	
	

	
	Transcriptional regulator, LytR family
	0958
	23
	Yes
	
	

	
	Biotin operon repressor/Biotin-(acetyl-CoA carboxylase) ligase (BirA)
	1347
	22
	No
	
	

	
	Conserved hypothetical protein
	0192
	22
	No
	
	

	
	Ferric anguibactin transporter ATP binding protein (SstC)
	0720
	22
	No
	
	

	
	Fructose-bisphosphate aldolase (FbaA)
	2079
	22
	No
	
	

	
	Hypothetical protein
	1744
	22
	No
	
	

	
	Acetyl-CoA acetyltransferase
	0355
	21
	No
	
	

	
	Competence/damage-inducible protein CinA
	1177
	21
	No
	
	

	
	Hypothetical protein
	1750
	21
	No
	
	

	
	Replicative DNA helicase
	0016
	21
	No
	
	

	
	Ribosomal protein L23 (RplW)
	2202
	21
	No
	
	

	
	Ribosomal protein S10P (RpsJ)
	2205
	21
	Yes
	
	

	
	Ribosomal protein S16P (RpsP)
	1131
	21
	Yes
	
	

	
	DNA helicase II (PcrA)
	1886
	20
	No
	
	

	
	Glycerol-3-phosphate cytidylyltransferase (TagD)
	0628
	20
	No
	
	

	
	Proline dipeptidase
	1654
	20
	No
	
	

	
	Pyrodoxal biosynthesis lyase PdxS
	0504
	20
	No
	
	

	
	Ribosomal protein L3P (RplC)
	2204
	20
	No
	
	

	
	RNA-metabolising metallo-beta-lactamase
	1168
	20
	No
	
	

	
	DNA polymerase I (PolA)
	1636
	19
	No
	
	

	
	Hydrolase, haloacid dehalogenase-like, subfamily IA
	0557
	19
	No
	
	

	
	Transcriptional regulator, LysR family
	0093
	19
	No
	
	

	
	Hypothetical cytosolic protein
	0198
	18
	No
	
	

	
	Putative helix-turn-helix DNA binding protein
	1129
	18
	No
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