	P-value
	GO ID, GO term

	Top-Ranked GO terms for transcripts bound by both HuR and CUGBP1

	9.67E-06
	GO:0007049, cell cycle

	1.25E-05
	GO:0022618, ribonucleoprotein complex assembly

	3.71E-05
	GO:0051246, regulation of protein metabolic process

	4.04E-05
	GO:0010608, posttranscriptional regulation of gene expression

	8.56E-05
	GO:0016071, mRNA metabolic process

	1.35E-04
	GO:0006397, mRNA processing

	Top-Ranked GO terms for transcripts bound by both Pum1 and CUGBP1

	2.20E-04
	GO:0042127, regulation of cell proliferation

	2.97E-04
	GO:0008283, cell proliferation

	3.63E-04
	GO:0008284, positive regulation of cell proliferation

	4.00E-04
	GO:0021532, neural tube patterning

	7.98E-04
	GO:0007049, cell cycle

	9.62E-04
	GO:0021915, neural tube development

	Top-Ranked GO terms for transcripts bound by both Pum1 and HuR

	3.96E-04
	GO:0007049, cell cycle

	1.56E-03
	GO:0008380, RNA splicing

	2.38E-03
	GO:0051301, cell division

	2.46E-03
	GO:0030835, negative regulation of actin filament depolymerization

	2.46E-03
	GO:0051693, actin filament capping

	3.36E-03
	GO:0030042, actin filament depolymerization

	Top-Ranked GO terms for transcripts bound by CUGBP1, Pum1 and HuR

	4.16E-03
	GO:0007049, cell cycle

	5.93E-03
	GO:0007264, small GTPase mediated signal transduction

	7.74E-03
	GO:0016055, Wnt receptor signaling pathway

	9.16E-03
	GO:0000279, M phase

	9.73E-03
	GO:0051246, regulation of protein metabolic process

	9.82E-03
	GO:0046578, regulation of Ras protein signal transduction


