Hs              KQVATVKADLESESFRPNLSDPS-ELLLPDQIEKLTKHLPPRTIGY-PWTLVYGTGKHGT 58

Mm              KQVAPAKADLEPESFRPNLSDPS-ELLLPDQIEKLTKHLPPRTIGY-PWTLVYGTGKHGT 58

Aa              KATLFATSSFDQDFQIPDLIGQT-EILSEEHREKLCAHLPARAEGY-SWSLVFSTSLHGF 58

Cq              KAALFATSSFDQDFQIPDLIGQT-EILSEEHREKLCAHLPARAEGY-SWSLVFSTSLHGF 58

Ag              KATLFASGSFDQDFQIPDLVGQT-EILSEEHREKLCAHLPARAEGY-SWSLVFSTSQHGF 58

Dm              KTSLFATGSFDLDFPIPDLIGKT-EILTEEHREKLCSHLPARAEGY-SWSLIFSTSQHGF 58

At              NNNVKEEVTVVVQAIIPEISEPS-LLLSEQSRRSLYTSLPALVQGR-KWILLYSTWRHGI 58

Sc              --TIVEEGSLPPVRLNGYLPSTKNKLLTPEMCDEIRTLMPTRIQLYTEWNLLYSLEQHGS 58
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Hs              SLKTLYRTMTG-----LDTPVLMVIKDSDGQVFGALASEPLKVSDG--FYGTGETFVFTF 111

Mm              SLKTLYRTMTG-----LDTPVLMVIKDSDGQVFGALASEPFKVSDG--FYGTGETFVFTF 111

Aa              SLNSLYRKMHK-----LESPILIVIEDTEHNVFGALTSCSLHVSDH--FYGTGESLLYKF 111

Cq              SLNSLYRKMHK-----LESPILIVIEDTDHNVFGALTSCSLHVSDH--FYGTGESLLYKF 111

Ag              SLNSLYRKMHK-----LESPILIVIEDTDHNVFGALTSCSLHVSDH--FYGTGESLLYKF 111

Dm              ALNSLYRKMAR-----LESPVLIVIEDTEHNVFGALTSCSLHVSDH--FYGTGESLLYKF 111

At              SLSTLYRKSLL-----WPGLSLLVVGDRKGSVFGGLVEAPLIPTDKK-YQGTNSTFVFTN 112

Sc              SLHSLYSNVAPDSKEFRRVGYVLVIKDRKNGIFGAYSNEAFHPNEHRQYTGNGECFLWKL 118
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Hs              CPE-----------------------------FEVFKWTGDNMFFIKGDMDSLAFGGGGG 142
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Cq              NPH-----------------------------FKVFHWSGENLYFIKGNPESLAIGAGDG 142

Ag              NPH-----------------------------FKVFHWSGENLYFIKGNPESLAIGAGDG 142

Dm              NPS-----------------------------FKVFHWTGENMYFIKGNMESLSIGAGDG 142

At              KSG----------------------------QPTIYRPTGANRFYTLCSKEFLALGGG-G 143

Sc              DKVPDVNISEKEESEQEGKEGKEEGDKEERWRFSGYPYTGVNEFAIYCTSEFLSMGAGDG 178
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Mm              EFALWLDGDLYHGRSHSCKTFGNHTLSKK-EDFFIQDIEIWAFE---------------- 185

Aa              KFGLWLDGDLNQGRSQYCSTYSNEPLAPQ-EDFVIKTLECWAFV---------------- 185

Cq              KFGLWLDGDLNQGRSQHCSTYSNEPLAPQ-EDFVIKTLECWAFV---------------- 185

Ag              KFGLWLDGDLNQGRSQHCSTYSNEPLAPQ-EDFVIKTLECWAFV---------------- 185

Dm              RFGLWLDGDLNQGRSQQCSTYGNEPLAPQ-EDFVIKTLECWAFV---------------- 185

At              RFALYLDSELLSGSSAYSETYGNSCLADS-QDFDVKEVELWGFV---------------- 186

Sc              HYGLLCDDGLLHGVSNPCQTYGNEVLSKEGKKFSIVALEVWRVG---------------- 222
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