Table S1: Summary of CNV states detected in tumor samples using MixHMM.
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MixHMM 0 1 1 1 1 1 1
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PennCNV 0 0.99 1 1 1 1 1
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Table S1: Comparison of copy number recovery rates with PennCNV in simulated 300-SNP regions

The recovery rates (the cell values) are calculated from a simulation of 20 states on chromosome 1. Each state is simulated as a 300-SNP region. To compare with the PennCNV assignments, the 20 states, which represent CNV states for copy numbers up to 7, are collapsed into 6 states defined in PennCNV. p means proportion of normal stromal cells mixed in the simulated sample.
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