Table S1.  NMR and refinement statistics for NeoA.

	A.  NMR distance and dihedral constraints

	Total NOEs
	
	230
	

	Intra residual (i–j=0)
	
	92
	

	Sequential (|i–j|=1)
	
	92
	

	Medium range (1<|i–j|<5)
	
	18
	

	Long range (|i–j|>4)
	
	28
	

	Total Phi dihedral constraints
	
	16
	

	B.  Structure statistics

	Violations (mean ( s.d.)

	Distance constraints (Å)
	0.0106
	(
	0.0015

	Dihedral angle constraints (deg.)
	0.2011
	(
	0.0742

	Deviations from idealized geometry

	Bond lengths (Å)
	0.0016
	(
	0.0001

	Bond angles (deg.)
	0.3164
	(
	0.0202

	Improper angles (deg.)
	0.3264
	(
	0.0096

	R.m.s.d. from mean structure

	Backbone (Å)
	0.662
	(
	0.178

	Heavy (Å)
	1.324
	(
	0.249


