List of previously reported selective substrates of M. tuberculosis STPK containing the putative phosphorylation motifs RXXXS/T, RXXS/T and RXS/T. 

> Rv2245

   1 - VSQPSTANGG FPSVVVTAVT ATTSISPDIE STWKGLLAGE SGIHALEDEF VTKWDLAVKI

  61 - GGHLKDPVDS HMGRLDMRRM SYVQRMGKLL GGQLWESAGS PEVDPDRFAV VVGTGLGGAE

 121 - RIVESYDLMN AGGPRKVSPL AVQMIMPNGA AAVIGLQLGA RAGVMTPVSA CSSGSEAIAH

 181 - AWRQIVMGDA DVAVCGGVEG PIEALPIAAF SMMRAMSTRN DEPERASRPF DKDRDGFVFG

 241 - EAGALMLIET EEHAKARGAK PLARLLGAGI TSDAFHMVAP AADGVRAGRA MTRSLELAGL

 301 - SPADIDHVNA HGTATPIGDA AEANAIRVAG CDQAAVYAPK SALGHSIGAV GALESVLTVL

 361 - TLRDGVIPPT LNYETPDPEI DLDVVAGEPR YGDYRYAVNN SFGFGGHNVA LAFGRY

> Rv2246
   1 - VGVPPLAGAS RTDMEGTFAR PMTELVTGKA FPYVVVTGIA MTTALATDAE TTWKLLLDRQ
  61 - SGIRTLDDPF VEEFDLPVRI GGHLLEEFDH QLTRIELRRM GYLQRMSTVL SRRLWENAGS

 121 - PEVDTNRLMV SIGTGLGSAE ELVFSYDDMR ARGMKAVSPL TVQKYMPNGA AAAVGLERHA

 181 - KAGVMTPVSA CASGAEAIAR AWQQIVLGEA DAAICGGVET RIEAVPIAGF AQMRIVMSTN

 241 - NDDPAGACRP FDRDRDGFVF GEGGALLLIE TEEHAKARGA NILARIMGAS ITSDGFHMVA

 301 - PDPNGERAGH AITRAIQLAG LAPGDIDHVN AHATGTQVGD LAEGRAINNA LGGNRPAVYA

 361 - PKSALGHSVG AVGAVESILT VLALRDQVIP PTLNLVNLDP EIDLDVVAGE PRPGNYRYAI

 421 - NNSFGFGGHN VAIAFGRY

> Rv1747

   1 - VPMSQPAAPP VLTVRYEGSE RTFAAGHDVV VGRDLRADVR VAHPLISRAH LLLRFDQGRW

  61 - VAIDNGSLNG LYLNNRRVPV VDIYDAQRVH IGNPDGPALD FEVGRHRGSA GRPPQTTSIR

 121 - LPNLSAGAWP TDGPPQTGTL GSGQLQQLPP ATTRIPAAPP SGPQPRYPTG GQQLWPPSGP

 181 - QRAPQIYRPP TAAPPPAGAR GGTEAGNLAT SMMKILRPGR LTGELPPGAV RIGRANDNDI

 241 - VIPEVLASRH HATLVPTPGG TEIRDNRSIN GTFVNGARVD AALLHDGDVV TIGNIDLVFA

 301 - DGTLARREEN LLETRVGGLD VRGVTWTIDG DKTLLDGISL TARPGMLTAV IGPSGAGKST

 361 - LARLVAGYTH PTDGTVTFEG HNVHAEYASL RSRIGMVPQD DVVHGQLTVK HALMYAAELR

 421 - LPPDTTKDDR TQVVARVLEE LEMSKHIDTR VDKLSGGQRK RASVALELLT GPSLLILDEP

 481 - TSGLDPALDR QVMTMLRQLA DAGRVVLVVT HSLTYLDVCD QVLLLAPGGK TAFCGPPTQI

 541 - GPVMGTTNWA DIFSTVADDP DAAKARYLAR TGPTPPPPPV EQPAELGDPA HTSLFRQFST
 601 - IARRQLRLIV SDRGYFVFLA LLPFIMGALS MSVPGDVGFG FPNPMGDAPN EPGQILVLLN

 661 - VGAVFMGTAL TIRDLIGERA IFRREQAVGL STTAYLIAKV CVYTVLAVVQ SAIVTVIVLV

 721 - GKGGPTQGAV ALSKPDLELF VDVAVTCVAS AMLGLALSAI AKSNEQIMPL LVVAVMSQLV

 781 - FSGGMIPVTG RVPLDQMSWV TPARWGFAAS AATVDLIKLV PGPLTPKDSH WHHTASAWWF

 841 - DMAMLVALSV IYVGFVRWKI RLKAC

> Rv0019c

   1 - MQGLVLQLTR AGFLMLLWVF IWSVLRILKT DIYAPTGAVM MRRGLALRGT LLGARQRRHA

  61 - ARYLVVTEGA LTGARITLSE QPVLIGRADD STLVLTDDYA STRHARLSMR GSEWYVEDLG

 121 - STNGTYLDRA KVTTAVRVPI GTPVRIGKTA IELRP*

>Rv3223c
   1 - MADIDGVTGS AGLQPGPSEE TDEELTARFE RDAIPLLDQL YGGALRMTRN PADAEDLLQE

  61 - TMVKAYAGFR SFRHGTNLKA WLYRILTNTY INSYRKKQRQ PAEYPTEQIT DWQLASNAEH

 121 - SSTGLRSAEV EALEALPDTE IKEALQALPE EFRMAVYYAD VEGFPYKEIA EIMDTPIGTV

 181 - MSRLHRGRRQ LRGLLADVAR DRGFARGEQA HEGVSS

> Rv3082c

   1 - MELGSLIRAT NLWGYTDLMR ELGADPLPFL RRFDIPPGIE HQEDAFMSLA GFVRMLEASA

  61 - AELDCPDFGL RLARWQGLGI LGPVAVIARN AATLFGGLEA IGRYLYVHSP ALTLTVSSTT

 121 - ARSNVRFGYE VTEPGIPYPL QGYELSMANA ARMIRLLGGP QARARVFSFR HAQLGTDAAY

 181 - REALGCTVRF GRTWCGFEVD HRLAGRPIDH ADPETKRIAT KYLESQYLPS DATLSERVVG

 241 - LARRLLPTGQ CSAEAIADQL DMHPRTLQRR LAAEGLRCHD LIERERRAQA ARYLAQPGLY

 301 - LSQIAVLLGY SEQSALNRSC RRWFGMTPRQ YRAYGGVSGR 
> Rv2150c
   1 - MTPPHNYLAV IKVVGIGGGG VNAVNRMIEQ GLKGVEFIAI NTDAQALLMS DADVKLDVGR
  61 - DSTRGLGAGA DPEVGRKAAE DAKDEIEELL RGADMVFVTA GEGGGTGTGG APVVASIARK

 121 - LGALTVGVVT RPFSFEGKRR SNQAENGIAA LRESCDTLIV IPNDRLLQMG DAAVSLMDAF

 181 - RSADEVLLNG VQGITDLITT PGLINVDFAD VKGIMSGAGT ALMGIGSARG EGRSLKAAEI

 241 - AINSPLLEAS MEGAQGVLMS IAGGSDLGLF EINEAASLVQ DAAHPDANII FGTVIDDSLG

 301 - DEVRVTVIAA GFDVSGPGRK PVMGETGGAH RIESAKAGKL TSTLFEPVDA VSVPLHTNGA

 361 - TLSIGGDDDD VDVPPFMRR

