Table S2. S. aureus genes analyzed by quantitative real-time PCR

	Product
	Gene
	Function
	In vitro timing nose isolatesa
	In vitro timingb
	Regulationc
	References

	Virulence regulators
	
	
	
	
	
	

	Accessory gene regulator
	agr
	Virulence regulator
	pxp
	pxp
	
	[1]

	S. aureus exoprotein-expression
	sae
	Virulence regulator
	pxp
	pxp
	
	
 ADDIN EN.CITE 
[2]


	Alkaline shock protein
	asp (sigB)
	Strictly sigB regulated gene
	pxp
	pxp
	sigB (+)
	
 ADDIN EN.CITE 
[3,4]


	Antimicrobial peptide-sensing system
	apsXRS
	Virulence regulator
	pxp
	unknown
	
	


[5,6] ADDIN EN.CITE 

	Regulator of cell wall metabolism and virulence
	walKR
	Virulence regulator
	pxp
	unknown
	
	


[7] ADDIN EN.CITE 

	Toxins
	
	
	
	
	
	

	α-Hemolysin
	hla
	Pore forming hemolysin
	pxp
	pxp
	sigB (-), agr (+), sae (+)
	
 ADDIN EN.CITE 
[3,8,9,10,11]


	Bi-component leukotoxin homologue
	blhB
	Unknown
	pxp
	unknown
	sae (+)
	
 ADDIN EN.CITE 
[10]


	Phenol-soluble modulin
	psm
	Cytolytic peptides
	pxp
	pxp
	agr (+) RNAIII-independent
	
 ADDIN EN.CITE 
[12]


	Adhesins
	
	
	
	
	
	

	Clumping factor A
	clfA
	Adhesion
	pxp
	pxp
	sigB (+)
	
 ADDIN EN.CITE 
[3,9]


	Clumping factor B
	clfB
	Adhesion
	exp
	exp
	-
	
 ADDIN EN.CITE 
[13]


	Fibronectin binding protein A
	fnbA
	Adhesion
	constant
	exp
	sigB(+), sae (+), agr (-)
	
 ADDIN EN.CITE 
[10,14,15]


	Iron-regulated surface determinant A
	isdA
	Adhesion
	constant
	unknown
	sigB (-)
	
 ADDIN EN.CITE 
[3]


	Extracellular adherence protein
	eap
	Adhesion/Immune modulation
	pxp
	pxp
	sae (+), agr (+)
	
 ADDIN EN.CITE 
[10,16]


	Cell wall and related enzymes
	
	
	
	
	
	

	Staphylococcus carnosus exoprotein D
	sceD
	Lytic transglycosylase
	exp
	exp
	sigB (+), agr (+), sae (+), walKR (+)
	
 ADDIN EN.CITE 
[17,18,19]
 

	Immunodominant staphylococcal antigen
	isaA
	Lytic transglycosylase
	exp
	unknown
	walKR (+)
	
 ADDIN EN.CITE 
[18,20]


	Major autolysin
	atlA
	Bifunctional peptidoglycan hydrolase
	pxp
	unknown
	walKR (+),  apsXRS (+)
	
 ADDIN EN.CITE 
[19,21]


	O-acetyltransferase A
	oatA
	O-acetylation of  peptidoglycan
	exp
	unknown
	apsXRS (-)
	[21]

	D-alanine-D-alanyl carrier protein ligase
	dltA
	D-alanine modification of teichoic acids
	varies
	unknown
	apsXRS (+)
	[21]

	Multiple peptide resistance factor
	mprF
	Modification of membrane lipids with L-Lysine
	pxp
	unknown 
	apsXRS (+)*
	
 ADDIN EN.CITE 
[5]


	Teichoic acid glycerol 
	tagO
	WTA biosynthesis
	constant
	unknown
	-
	

	Teichoic acid ribitol 
	tarK
	WTA biosynthesis
	pxp
	unknown
	agr (-)
	
 ADDIN EN.CITE 
[22]


	Intercellular adhesion protein B
	icaB
	Cell-cell adhesion/Biofilm formation
	nd
	exp
	apsXRS (+)
	[21]

	SOS response and metabolic regulators
	
	
	
	
	
	

	Recombinase protein A
	recA
	Homologues recombination/ DNA-repair
	pxp
	unkown
	-
	

	Relaxed response A
	relA
	GTP pyrophosphokinase (stringent response)
	pxp
	unkown
	-
	

	Control of dpp
	codY
	Transcription pleiotropic repressor CodY
	pxp
	exp
	apsXRS (-)
	[21]

	Immune evasion genes
	
	
	
	
	
	

	Immunoglobulin G binding protein A
	spa
	IgG binding/Immune evasion
	varies
	exp
	agr (-)
	
 ADDIN EN.CITE 
[8]


	Capsular polysaccharide serotype 5 and 8
	capA
	Anti-phagocytosis
	pxp
	pxp
	agr (+), sigB (+)

sae (-)
	
 ADDIN EN.CITE 
[2,3,9]


	Staphylokinase
	sak
	Immune modulation (phage encoded)
	constant
	pxp
	sigB (-),agr (+), walKR (+)
	
 ADDIN EN.CITE 
[3,20,23]


	Chemotaxis inhibitory protein
	chp
	Immune modulation (phage encoded)
	exp
	exp
	sigB (-), sae (+)
	
 ADDIN EN.CITE 
[10,11,23]


	Staphylococcal complement inhibitor
	scn
	Immune modulation (phage encoded)
	pxp
	exp
	sigB (-), agr (+), sae (+)
	
 ADDIN EN.CITE 
[23]



a. time point of maximal expression in vitro of the characterized nose isolates, b. time point of maximal expression in prototypic strains known from literature, exp: exponential growth phase, pxp: post-exponential growth phase, nd: not determined, c. Regulators influencing target gene expression: (+) activation, (-) repression, - unknown regulation, * regulation is strain-dependent in S. aureus.
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