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	A) Gender distribution in MS and control populations

	

	 
	MS (n=568)
	control (n=845)
	
	

	male
	183 (32.2)
	437 (51.7)
	
	

	female
	385 (67.8)
	408 (48.3)
	
	

	
	
	
	
	

	B) LMP2 R60H polymorphism distribution in MS and control HLA-A*02 carrier populations

	

	
	Female
	
	
	

	Genotype
	MS (n=149)
	control (n=202)
	p
	OR (95% CI)

	HH
	11 (7.4)
	32 (15.8)
	0.034
	 

	RH
	73 (49.0)
	80 (39.6)
	
	

	RR
	65 (43.6)
	90 (44.6)
	
	

	HH vs RR
	
	 
	0.051
	0.48 (0.20-1.06)

	HH vs RH
	
	 
	0.009
	0.38 (0.16-0.84)

	RH vs RR
	
	 
	0.308
	1.26 (0.80-2.03)

	Allele
	MS (n=298)
	control (n=404)
	p
	OR (95% CI)

	H
	95 (31.9)
	144 (35.6)
	0.300
	0.84 (0.61-1.17)

	R
	203 (68.1)
	260 (64.4)
	 
	 

	
	
	
	
	

	
	Male
	
	
	

	Genotype
	MS (n=82)
	control (n=194)
	p
	OR (95% CI)

	HH
	7 (8.5)
	21 (10.8)
	0.836
	 

	RH
	39 (47.6)
	88 (45.4)
	
	

	RR
	36 (43.9)
	85 (43.8)
	
	

	HH vs RR
	
	 
	0.620
	0.80 (0.26-2.14)

	HH vs RH
	
	 
	0.550
	0.75 (0.25-2.04)

	RH vs RR
	
	 
	0.870
	1.05 (0.59-1.88)

	Allele
	MS (n=164)
	control (n=388)
	p
	OR (95% CI)

	H
	53 (32.3)
	130 (33.5)
	0.800
	0.95 (0.63-1.42)

	R
	111 (67.7)
	258 (66.5)
	 
	 

	
	
	
	
	

	C) LMP2 R60H polymorphism and MS onset age in HLA-A*02+ female MS population

	

	Genotype
	mean (years)
	SD
	p
	

	HH
	33.00
	6.66
	0.179 
	

	RH
	28.91
	9.91
	
	

	RR
	31.95
	10.77
	 
	



	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	



