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	A) Gender distribution in MS and control populations

	

	
	MS (n=694)
	control (n=845)
	
	

	male
	230 (33.1)
	437 (51.7)
	
	

	female
	464 (66.9)
	408 (48.3)
	
	

	
	
	
	
	

	B) LMP2 R60H polymorphism distribution in MS and control HLA-A*02 carrier populations

	

	
	Female
	
	
	

	Genotype
	MS (n=188)
	control (n=202)
	p
	OR (95% CI)

	HH
	15 (8.0)
	32 (15.8)
	0.039
	

	RH
	73 (38.8)
	80 (39.6)
	
	

	RR
	100 (53.2)
	90 (44.6)
	
	

	HH vs RR
	
	
	0.010
	0.42 (0.20-0.87)

	HH vs RH
	
	
	0.056
	0.51 (0.24-1.07)

	RH vs RR
	
	
	0.370
	0.82 (0.52-1.29)

	Allele
	MS (n=376)
	control (n=404)
	p
	OR (95% CI)

	H
	103 (27.4)
	144 (35.6)
	0.013
	0.68 (0.50-0.93)

	R
	273 (72.6)
	260 (64.4)
	
	

	
	
	
	
	

	
	Male
	
	
	

	Genotype
	MS (n=96)
	control (n=194)
	p
	OR (95% CI)

	HH
	11 (11.5)
	21 (10.8)
	0.880
	

	RH
	46 (47.9)
	88 (45.4)
	
	

	RR
	39 (40.6)
	85 (43.8)
	
	

	HH vs RR
	
	
	0.750
	1.14 (0.45-2.77)

	HH vs RH
	
	
	1.000
	1.00 (0.40-2.40)

	RH vs RR
	
	
	0.620
	1.14 (0.66-2.00)

	Allele
	MS (n=192)
	control (n=388)
	p
	OR (95% CI)

	H
	68 (35.4)
	130 (33.5)
	0.650
	1.09 (0.74-1.59)

	R
	124 (64.6)
	258 (66.5)
	
	

	
	
	
	
	

	C) LMP2 R60H polymorphism and MS onset age in HLA-A*02+ female MS population

	

	Genotype
	mean (years)
	SD
	p
	

	HH
	32.25
	8.74
	0.690
	

	RH
	30.10
	9.41
	
	

	RR
	29.61
	10.37
	
	



	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	



