
Table S4: Comparison of PCR results from the original PCR and the OpenArray results from the reduced 
tissue and gene set. Listed are the expression values for the tumors (pink and orange shading in the left-
most column) and the mammaplasty normal controls (green shading) for both the original (TOR) and the 
OpenArray platform (BT). The yellow- and purple-shaded cells represent genes with over- and under-
expression respectively. Due to the extreme low number of control tissues (9), values with high error (out-
liers) have a huge influence on the cutoff and hence the overall results. Four of these outliers were re-
moved (empty cells). 


