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Putative annexin A2-like protein (K\GLGTDEDSLIEIIcSR(T)

XCorr: 4.16 ACn: 0.46

100% Y 2,148.03 AMU, +2 H (Parent Error: 2.9 ppm)
G L b § T D e e e S L —— ——E—H—1—+ Cr428———+S—+—R—|
R s C+428 I——1——E I I..—l—S—l—D—l—E—ID o kG Lt G
L 75%] v4
g .
€
o 50%
2
5 7
& vgHt b1y
25%1 T b10 by b1
8
9 it b14
7 ﬁi | y10
0% “ ‘l‘)ﬁ‘l‘ \H\MH\H m.\\‘l\ul L L \|‘ub15
0 250 500 750 1000 1250 1500 1750 2000
m/z
RTN4 reticulon 4 (K)YSNSALGHVNCTIK(E
XCorr: 3.29 ACn: 0.51
8
100% 1,933.93 AMU, +2 H (Parent Errof} 3.
—y—+s—+—nNn—+S+A+—1L—+G+—H—F+—V+—N—+—C}428——F+—T—+—I—+—K—]
—k——1——T— C+426——— N Ve —H—+ G L—+AS—+—N—ts—+—v—]
> 75%
8
S
£ ¥3
s 6
A 50% b y YTobet
K|
& ? N8 3-H20+2|
25 463.37 b12 y9
b13
Finm \niqu nxlﬁ‘ﬂ \\P A
U/ T T T
0 250 500 750 1000 1250 1500 1750
m/z
PLEC1, Plectin 1 (R)VPLDVACAR(G)
XCorr: 2.67 ACn: 0.63
v4
100% 1,370.69 AMU, +2 H (Parent Error: 47
—v—t+—pP—+—L—+—D—+—V—+— A2 ——— Ct426——— +—A+—R—
R —A—t C+428 +—A1+—V—+—D—F+—L—F+—P—+—V—]
> 75%j
]
c
8
c
= 50% ¥3
>
= y5 y6
7]
K} b4
25% ¥
J b5 b
2 A
0% yluxtiu [ A Bﬁ\“ Dol oo wdib g oy b7 | | A
A 1 T Y Y T T
0 200 400 600 800 1000 1200

m/z

Relative Intensity

Relative Intensity

Isoform 1 of Plectin-1 (R)VPLDVACAR(G)
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PLEC1 Plectin 1 (R)LQLEACETR(T)
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Heterogeneous nuclear ribonucleoprotein R (R)JGFCFLEYEDHK(S) KH-type splicing requlatory protein (K)IQQDSGcK(V)
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Protein disulfide-isomerase A3 (K)KFIQENIFGIcCPHMTEDNKDLIQGK(D)
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60 kDa heat shock protein, mitochondrial (K)\cEFQDAYVLLSEK(K)
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HSPA9 Heat shock 70 kDa protein 9 Mortalin (K\MEEFKDQLPADEcCNK(L)
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Relative Intensity
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Supporting Information: (MS/MS spectra for biotinylated peptides in Table S1B)
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Peroxiredoxin-1 (K\HGEVcPAGWK(P) Neuroblast differentiation-associated protein AHNAK
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RPLPO ribosomal protein, large, PO (K)cFIVGADNVGSK(Q)
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Galectin-1 (R)FNAHGDANTIVcNSK(D)

XCorr: 3.67 ACn: 0.66
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ATP-dependent DNA helicase 2 subunit 2 (R)LFQcLLHR(A)
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Tu translation elongation factor, mitochondrial precursor EEF1A1 eukaryotic translation elongation factor 1 alpha 1

(K)KGDECELLGHSK(N) (K)YSGDAAIVDmMVPGKPmcVESFSDYPPLGR(F)
XCorr: 3.05 ACn: 0.40 XCorr: 3.61 ACn: 0.54
v4
100% 1,742.82 AMU, +4 H (Parent Error: 0.73 ppm) 100% vige2H 3,397.57 AMU, +3 H (Parent Error: 4.9 ppm
—K—+G+—D—1+—FE C+428 I I e T TR S P R rsdcto +tatat+1—+V+D-M+16V+PHc k| +PIM+16——c+428 —+v+E—+s+F—+s+p+—y—+pP+P+L-AGHR]
—K—+S—+—H—+G L——E—+ 28 E oD e e -R—cFL+P+P+—Y—+D+S+F—ts+E—+v+——crs28 —im+16 FP+K —IckP+Vvu+ie kD +v+-i—tatAat-DGHs
- 75%1 > 75%7 yisyzrn b23+2H
» a
g 8 b11
= £ y21+2H
g 50%1 539/4%7:21 .g 50% 232,
s +2H ki
[ Q
(3 '3 5
257 it 25%] ¥oe b0
i o) B
" [ | ” gt 7 byl 0] (Pleslens)) ) | |
750 1000 1250 1500 0 500 1000 1500 2000 2500 3000
mz miz
RPL5(K)VGLTNYAAAYcTGLLLAR(R) HSPA4(R)KFDEVLVNHFcEEFGK(K)
XCorr: 2.6861 ACn: 0.3463 XCorr: 3.1132 ACn: 0.1968
100% — bh;W—i - 225717 AMU, +3 H (Parent Bor: -0.46 ppr) 100% v15+2H 2,368.11 AMU, +3 H (Parent Error: 1.7 ppm)
v—tet+—L—+T—+—N—Ft—Y A+A+A+—Y C+428 —=T—+ct+-L—+—L—+—L—+A+—RrR—] —k —+—F—+pb—+—e—+v—+—L—+V—+—N—"F+—H——F +—F —tG +—K —
—R—t+A+—L——L—+-L—G '5;43 " mwﬁ t—vy—+Aa+atat+—y——nN—+T4—L etV —K —te+—F—+—E—+—e—+——cwzs 4—F—|—H+~ +V+L AQ*V"*EAHD —+—F —+—« —|
75% 75147 75%
%. 494.2? v %’ y15+H+1
b5 . 8
% 50%- v4 ab14—N—|3+2—| E 50% 1
.E 721.4p y12+2fp +23Hz E
s ar. 42 a0l T0T 1A 5
€ y3 i 52 gialeal | ] L
25% o9 s ik 25%1
3 v
Y b12 ‘ Y | ‘ 8
] \‘Hu i \‘ I l‘, P , , o R (A , ,
250 500 750 1000 1250 1500 1750 2000 2250 [} 250 500 1500 1750 2000 2250
mz
RPN1(K)VACITEQVLTLVNK(R) Heat shock protein HSP 90-beta (K)cLELFSELAEDKENYK(K)
XCorr: 3.9946 ACn: 0.4457 XCorr: 3.55 ACn: 0.44
965.9?
N 13-NH3#2H1 100% 5 2,358.00 AMU, +3 H (Parent Error: -0.23 ppm)
100% 1,958.04 AMU, +2 H (Parent Error: 2.0 ppm) . : :
I —a V+L T L Vet o Cv28 e é LKI_—‘E—l—L—l—F :l;s_'—l—E—l—L—l-A-I' K ek K
v e L Q_+_E T —o— — —o—m—o— 4»—} v AR K § e ] — IS J— o £ e § e e, 428
75%
75%] >
‘D b3
,g ; o5242
g = 50%1 429.22
< 50%1 ® o b
¥6 o ]
25%] 25%
y5
B 3| Y ‘ |
0% | ; ‘I \Tll'\‘ L \Lum\\\u\\|‘\h J'\H 0% T
° 0 250 500 750 1000 1250 1500 1750 2000 2250

0 250 500 750 1000 1250 1500 1750

miz m/z



CCT4 (R)SIHDALCcVIR(C) T-complex protein 1 subunit alpha (R)IcDDELILIK(N)
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T-complex protein 1 subunit eta (R)YNFFTGcPK(A)
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Leucine-rich PPR motif-containing protein, mitochondrial

(R)cVANNQVETLEK(L)
XCorr: 4.03 ACn: 0.52

100%

75%

Relative Intensity

25%

0%

50% ]

Relative Intensity

Protein phosphatase 1G (K)cSGDGVGAPR(L)
XCorr: 2.37 ACn: 0.27

parent+2H-NH3

100% 1,345.60 AMU, +2 H (Parent Error: 2.2 ppm)
C+428 } D I—G—l—V—l—G—l—A—l—P—l—R
vvvvvvvv O—A—l—G—l—V—l—G—I G —8 C+428
75% ]
° 607.97
50%
y4
y2 599.8?
25% ] 429.27 v b8
y8 b4 b6
T Wl e,
. SO N DO N O R, ! TN LAY [
0 200 400 600 800 1000 1200
m/z

Isoform 1 of Epidermal growth factor receptor (K)NLCYANTINWK(K)

XCorr: 3.47 ACn: 0.41

Relative Intensity

2H

100% 1,766.84 AMU, +2 H (Parent Error: 3.7 ppm)
N +428 t Y—l—A—l—N—l—T—l—I—l—N—l—W—l—K—
K w +—N——I—+—T—+—N—-A—+—Y C+428 L
75%1
50% ]
V3 y9-H2! VWNHz NH3+2H y8
y5
25% 1 ya-ns -2
b9
y2 l yo
10
0% - m|um\\h I "\m\\‘\nhh \u“n | \‘H\‘\ - ‘hl \\Tl .
0 250 500 750 1000 1250 1500 1750

m/z

Isoform 1 of Epidermal growth factor receptor (K)YSFGATcVK(K)

XCorr: 2.39 ACn: 0.46

7

2H

w0 1,774.84 AMU, +2 H (Parent Error: -0.98 ppm) 100% 1,402.65 AMU, +2 H (Parent Error: 1.2 ppm)
c+428 VAN N eV B T L ek AL oz —V——K
K e B —L——T—F+—E—+—V—F+—Q—+—N—F+—N—+A V- C+428 v hd '
vo 75%1
43132 b12-NH3-NH3+2H >
g y6
Q
v4 2
397.37 p7 o 50%1
37 ®
b7- = y3
22 yiftt ] Y7-H2042H y9-HRO-H20+2H
b
$84 % 1Hdor2H H3- I [ 25% v5
y7 b8
7
ol bl IFH ! [Ty i
b 6
Im Ul M ‘m.jﬁ?m\‘u‘ M L L] M “\ il ‘ [l 1] . 0% ; w‘%m wly ‘bﬁ Lol iy I T 1T WP O il il n‘ | 4
0 250 500 750 1000 1250 1500 1750 0 200 400 600 800 1000 1200 1400

m/z

mz



Isoform 3 of Ribosome-binding protein 1 (R)JELcCHTQSSHASLR(A)

XCorr: 2.59 ACn: 0.44
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Tubulin alpha-4A chain (R)AVemLSNTTAIAEAWAR(L)

XCorr: 3.15 ACn: 0.38
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