PDB structures with SNO sites:

>2pkt A
SMTTQQIDLQGPGPWGFRLVGGKDFEQPLAISRVTPGSKAALANLCIGDVITAIDGENTS
NMTHLEAQNRIKGCTDNLTLTVARSEHESDL
CEEEEEEEEECCCCCCEEEEEEHHHCEEEEEEEECCCCHHHHCCCCCCCEEEEECCEECC
CCCHHHHHHHHHCCCCEEEEEEEEECCCCCC
663776170526480215130046575601045238813028270466020300575616
7032530354077168601020028385699

>1ltub B

MREIVHIQAGQCGNQIGAKFWEVISDEHGIDPTGSYHGDSDLQLERINVYYNEAAGNKYV
PRAILVDLEPGTMDSVRSGPFGQIFRPDNFVFGQSGAGNNWAKGHYTEGAELVDSVLDVV
RKESESCDCLQGFQLTHSLGGGTGSGMGTLLISKIREEYPDRIMNTFSVVPSPKVSDTVV
EPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDLNHLVSATMSGVTTCL
RFPGQLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQOMFDAKNMM
AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLNVQNKNSSYFVEWIPNNVKTAVCDIPPRG
LKMSATFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQQYQD

CCEEEEEECHHHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCCcceeeeeeeeeeeececee
CCCEECCCCCHHHHHHCCCCCCCCCCCCCCCCCCCCCCCCCHHHHCCHHHHHHHHHHHHH
HHHHHCCCCEEEEEEECCCCCCCCCCCHHHHHHHHHHHCCCCCEEECCCCCCCCCCCCCC
CHHHHHHHHHHHCCCEEEECCCCHHHHHHHCCCCCCCCCCCHHHHHHHHHHHHHHHHCEC
CECCCCCCCHHHHHHHCCCCCCCCCCCCEECCCCCCCHHHCCCCCHHHHHHHHHCHHHCC
CCCCCCCCCEEEEEEECCCCCCCCHHHHHHHHHHCCCHHHECCCCCCCCEEECCCCCCCC
CCCCCEEEEEEHHHHHHHHCHHHHHHHCHHHHHCCHHHHCCCCCCCCCHHHHHHHHHHHH
HHHCCCC

210000000052003001301330230000023101696544801286755141010410
100000003330075135933241083011317727115000101222027005201500
550170733000000000101000000001001204751582100000001145854700
100000000000320010000002200230056227277245320070000000000000
002022000010000000015400000001010519746876822032005100336000
000503622000000000082000101120250268164200700200000000331179
171000000000001200220264034104694406604826067420350142034004
2035128




>3du7 A
RECISIHVGQAGVQIGNACWELYCLEHGIQPDGQOMPXXXXXXXXXXSFNTFFSETGAGKH
VPRAVFVDLEPTVIDEVRTGTYRQLFHPEQLISGKEDAANNYARGHYTIGKEIIDLVLDR
VRKLADQCTGLQGFLVFHSFGGGTGSGFTSLLMERLSVDYGKKSKLEFSIYPAPQVSTAV
VEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYTNLNRLMSQIVSSITAS
LRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPANQ
MVKCDPRHGKYMACCLLYRGDVVPKDVNAATATIKTKRTIQFVDWCPTGFKVGINYQPPT
VVPGGDLAKVQRAVCMLSNTTAVAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEA
REDMAALEKDYEEVGADS
CEEEEEEECHHHHHHHHHHHHHHHHHHCCCCCCCCCXXXXXXXXXXCCCCCECCCCCccC
CECEEEECCCCCCCCCCCCCCCCCCCCHHHEECCCCCCCCCHHHHHHCCCCCCHHHHHHH
HHHHHCCCCCEEEEEEEEECCCHHHHHHHHHHHHHHHHHCCCCEEEEEEECCCCCCCCCC
CHHHHHHHHHHHHCCCCCEEEECCHHHHHHHHHHCCCCCCCCHHHHHHHHHHHHHHHCCH
HHHHCCCCCCHHHHHHHCCCCCCCCCCECCCCCCCECCCCCCCCCCHHHHHHHHCCHHHC
CCCCCCCCCCECCCCCECEECCCHHHHHHHHCHHHHCCCCCECCCCCCCCEEEECCCCCC
CCCCCCECCCCEECCCCECECCCCHHHHHHHHHHHHHHCCCCCCHHHHHHCCCHHHHHHH
HHHHHHHHHHHHHHCCCC
700000000220030020001000302503230229999999999981310014299533
000000000034004204748175005630004171100200000001203620550063
045118519501000000100110000000000230043067200000000002315100
010000000011006002000000110012004720815605340002000000000000
100301003305303720145820000000001121454297143614400420244310
004130232000000000006051450261015009527411043130103000042504
108933007151000000001001400230061042005340002102310055510450
172042026306520669




>1sjj A
LDPAWEKQQRKTFTAWCNSHLRKAGTQIENIEEDFRDGLKLMLLLEVISGERLAKPERGK
MRVHKISNVNKALDFIASKGVKLVSIGAEEIVDGNVKMTLGMIWTIILRFAIQDISVEET
SAKEGLLLWYQRKTAPYKNVNIQNFHISWKDGLGFCALIHRHRPELIDYGKLRKDDPLTN
LNTAFDVAEKYLDIPKMLDAEDIVGTARPDEKAIMTYVSSFYHAFSGAQKAETAANRICK
VLAVNQENEQLMEDYEKLASDLLEWIRRTIPWLENRAPENTMQAMQQKLEDFRDYRRLHK
PPKVQEKCQLEINFNTLQTKLRLSNRPAFMPSEGKMVSDINNAWGGLEQAEKGYEEWLLN
EIRRLERLDHLAEKFRQKASIHESWTDGKEAMLQQKDYETATLSEIKALLKKHEAFESDL
AAHQDRVEQIAATAQELNELDYYDSPSVNARCQKICDQWDNLGALTQKRREALERTEKLL
ETIDQLYLEYAKRAAPFNNWMEGAMEDLQDTFIVHTIEEIQGLTTAHEQFKATLPDADKE
ROAILGIHNEVSKIVQTYHVNMAGTNPYTTITPQEINGKWEHVRQLVPRRDQALMEEHAR
QQOONERLRKQFGAQANVIGPWIQTKMEEIGRISIEMHGTLEDQLNHLRQYEKSIVNYKPK
IDQLEGDHQQIQEALIFDNKHTNYTMEHIRVGWEQLLTTIARTINEVENQILTRDAKGIS
QEQMNEFRASFNHFDRKKTGMMDCEDFRACLISMGYNMGEAEFARIMSIVDPNRMGVVTF
QAFIDFMSRETADTDTADQVMASFKILAGDKNYITVDELRRELPPDQAEYCIARMAPYNG
RDAVPGALDYMSFSTALYGESDL
CCCCCHHHHHHHHHHHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHHCCCCCCCCCCCCC977474952273015202502753366436065303203300500220030905372859
856411200420162033071618702053005235521130042016054253702662
618801241033101111404060034203202000000120135443027135495447
136004203540905351607200236915472024003203613523847765461201
050022002003300110040014109612730464455943810252034013013550
051330103020012101100301222113066713185046214404700730341014
304412404310410451043027107513660665312633125020215205122212
640470055034105202638172165024306703731850433055146104402700
220152032016201501120230226053422146274046324505713521650173
072024216304611755704358612106140840341045045105511520551543
143024304600430350022053134218407619643132025204423620571353
047014222710433034273093503601520250221123211505252246436344
376216123103511641223041520210253558485664147046512678742032
210340174655963427521461442078582021750131000420550473035486
97529401205210543554968




>lcts
ASSTNLKDILADLIPKEQARIKTFRQQHGNTVVGQITVDMMYGGMRGMKGLVYETSVLDP
DEGIRFRGYSIPECQKMLPKAKGGEEPLPEGLFWLLVTGQIPTEEQVSWLSKEWAKRAAL
PSHVVTMLDNFPTNLHPMSQLSAAITALNSESNFARAYAEGIHRTKYWELIYEDCMDLIA
KLPCVAAKIYRNLYREGSSIGAIDSKLDWSHNFTNMLGYTDAQFTELMRLYLTIHSDHEG
GNVSAHTSHLVGSALSDPYLSFAAAMNGLAGPLHGLANQEVLVWLTQLQKEVGKDVSDEK
LRDYIWNTLNSGRVVPGYGHAVLRKTDPRYTCQREFALKHLPHDPMFKLVAQLYKIVPNV
LLEQGKAKNPWPNVDAHSGVLLQYYGMTEMNYYTVLFGVSRALGVLAQLIWSRALGFPLE
RPKSMSTDGLIKLVDSK
CCCCCCHHHHHHHHHHHHHHHHHHHHHHHHCCCCCCCHHHHHCCCCCCCCCCCCCCEEEC
CCEEECCCCEHHHHHHHCCECCCCCCECHHHHHHHHHCCCCCCHHHHHHHHHHHHHHCCC
CHHHHHHHHCCCCCCCHHHHHHHHHHHHHHHCHHHHHHHHCCCHHHHHHHHHHHHHHHHEH
HHHHHHHHHHHHHCCCCCCCCCCCCCCCHHHHHHHHHCCCCHHHHHHHHHHHHHCCCCCC
CCHHHHHHHHHHHCCCCHHHHHHHHHHHHCCCCCCCCHHHHHHHHHHHHHHCCCCCCCCH
HHHHHHHHHHCCCCCCCECCCCCCCCCHHHHHHHHHHHHHCCCCHHHHHHHHHHHHHHHH
HHHCCCCCCCCECCHHHHHHHHHCCCCCCHHHHHHHHHHHHHHHHHHHHHHHHHCCCCCC
CCCCCCHHHHHHHHCCC
954440261037105734381755787449676696538245295892882614005122
530020721004302750140993400000000000004520563103101520181152
184025305814692300400020042036302037047871577400320020001000
000000000021123963818733682100200040040945300000000000000240
624002200330142200020002006103259103200500510340276036915574
036103601649650220329406400000300250044203814005001102700050
046293490020202000000044140612400000000000000000000000162762
75774547306735979

>3f8u A
SDVLELTDDNFESRISDTGSAGLMLVEFFAPWCGHAKRLAPEYEAAATRLKGIVPLAKVD
CTANTNTCNKYGVSGYPTLKIFRDGEEAGAYDGPRTADGIVSHLKKQAGPASVPLRTEEE
FKKFISDKDASIVGFFDDSFSEAHSEFLKAASNLRDNYRFAHTNVESLVNEYDDNGEGII
LFRPSHLTNKFEDKTVAYTEQKMTSGKIKKFIQENIFGICPHMTEDNKDLIQGKDLLIAY
YDVDYEKNAKGSNYWRNRVMMVAKKFLDAGHKLNFAVASRKTFSHELSDFGLESTAGEIP
VVAIRTAKGEKFVMQEEFSRDGKALERFLQODYFDGNLKRYLKSEPIPESNDGPVKVVVAE
NFDEIVNNENKDVLIEFYAPWCGHCKNLEPKYKELGEKLSKDPNIVIAKMDATANDVPSP
YEVRGFPTIYFSPANKKLNPKKYEGGRELSDFISYLQREATNPPVIQEE
CCCEEECCCCHHHHCCCCCCCCEEEEEEECCCCHHHHHHHHHHHHHHHHCCCCCCEEEEE
CCCCHHHHHHCCCCEECEEEEEECCEEEEECCCCCCHHHHHHHHHHHCCCCEEEECCHHH
HHHHCCCCCCEEEEEECCCCCHHHHHHHHHHHHHCCCCCEEEECCHHHHHHHCCCCEEEE
EECCHHHCECCECCEEECCCCCCCHHHHHHHHHHHCCCCCCEECCCCHHHHCCCCEEEEE
ECCCCCCCHHHHHHHHHHHHHHHHHHHHCCCCCEEEEEECCCCHHHHHHHCCCCCCCCCC
EEEEECCCCCEEECCCCCCCCCHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCEEECCC
CHHHHHCCCCCEEEEEEECCCEHHHHHHHHHHHHHHHHCCCCCCEEEEEEECCCCCCCCC
CCCCCCCEEEEECCCCCCCCEECCCCCCHHHHHHHHHHHCCCCCCCCCC
930360339105730561592000000010410110670353023005507840200203
045045002617070002010048284354093533071006205221350032074363
067126464200000064880601410450066028412001061650066229703000
001153141911843140849403233035104720232001034711820274300000
030417933810320022003003502765380400000084055007405175684320
200031495321008470266060035004312697295232237529728531330006
007710234720000002030004024055305400410660520100201122042294
0716410000000065087132075444164014006631448231479




>3cfl A
NRPNRLIVDEAINEDNSVVSLSQPKMDELQLFRGDTVLLKGKKRREAVCIVLSDDTCSDE
KIRMNRVVRNNLRVRLGDVISIQPCPDVKYGKRIHVLPIDDTVEGITGNLFEVYLKPYFL
EAYRPIRKGDIFLVRGGMRAVEFKVVETDPSPYCIVAPDTVIHCEGEPIKREDEEESLNE
VGYDDIGGCRKQLAQIKEMVELPLRHPALFKAIGVKPPRGILLYGPPGTGKTLIARAVAN
ETGAFFFLINGPEIMSKLAGESESNLRKAFEEAEKNAPAIIFIDELDATIAPKREKTHGEV
ERRIVSQLLTLMDGLKQRAHVIVMAATNRPNSIDPALRRFGRFDREVDIGIPDATGRLEI
LQIHTKNMKLADDVDLEQVANETHGHVGADLAALCSEAALQAIRKKMDLIDLEXETIDAE
VMNSLAVTMDDFRWALSQSNPSALRETVVEVPQVTWEDIGGLEDVKRELQELVQYPVEHP
DKFLKFGMTPSKGVLFYGPPGCGKTLLAKAIANECQANFISIKGPELLTMWFGESEANVR
EIFDKARQAAPCVLFFDELDSTAKARXXXXGDGGGAADRVINQILTEMDGMSTKKNVFEFII
GATNRPDIIDPAILRPGRLDQLIYIPLPDEKSRVAILKANLRKSPVAKDVDLEFLAKMTN
GFSGADLTEICQRACKLAIRESIESET VPEIRRDHFEEAM
RFARRSVSDNDIRKYEMFAQTLQ
CCCCECCEECCCCCCCCCCCECHHHHHHHCCCCCCEECECCCCCCCECCECCECCCCCcCC
CEECCHHHHHCCCCCCCCCCECCECCCCCCCCEEEEEECHHHCCCCCCCHHHHCHHHHCC
CCCCEEECCCCCEEEECCEEEEEEEEECCCCCEEECCCCCEEECCCCCCCCCCCccceeee
CCHHHCCCCHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCEEEECCCCCCCHHHHHHHHHH
HHCCEEEEEECCHHHHCCCCHHHHHHHHHHHHHHHCCCEEEEEECHHHCCCCCCCCCCHH
HHHHHHHHHHHHCCCCCCCCCCEEEECCCCCCCCHHHCCCCCCCEEECCCCCCHHHHHHH
HHHHCCCCCCCCCCCHHHHHCCCCCCCCCHHHHHHHHHHHHHHHHHHHHHCCCXCCCCHH
HHHHCCCCHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCCCCCHHHHHHHHHHHCHHHHECH
HHHHHHCCCCCCCEEEECCCCCCHHHHHHHHHHHCCCEEEECCHHHHHHHHCCCCCHHHH
HHHHHCCCCCCEEEEECCCCHHHHHCXXXXCCCCCCCCHHHHHHHHHHHCCCCCCCCEEE
EEECCHHHCCHHHCCCCCCCEEEECCCCCHHHHHHHHHHHCCCCCECCCCCHHHHCCCCC
CCCHHHHHHHHHHHHCCHHHHHHHHHCXXXXX XX XX XX XXXXXXXXXCCCECHHHHHHHH
CCCCCCCCHHHHHHHHHHHHHHC
874410002225382210000055007519076811000316591300010230950542
201010000100102123201034075075053020100430183155414400045006
634200141100003102210001044062522010149141335763282494122073
200421222463133023002000123200501905101000000153130241030002
015131240404402747544006205400440375220000024022102144717423
421010110110450667210000000443630161032320020201041022600230
061503206229515264005406010232024005300420343506875579951204
122613033700420184487242753322307131741212560042011011214623
600550516401000000043130260030002438020030604302702666416405
310320141430000033000024439999955235001000110300430374231000
000221431151034560011211021054810131061404935429414044106516
000230024005303721573456769999999999999999999999750335004502
86384603472264047218525

>2v12 A
SAPIKVGDAIPAVEVFEGEPGNKVNLAELFKGKKGVLFGVPGAFTPGCSKTHLPGFVEQA
EALKAKGVQVVACLSVNDAFVTGEWGRAHKAEGKVRLLADPTGAFGKETDLLLDDSLVSI
FGNRRLKRFSMVVQDGIVKALNVEPDGTGLTXSLAPNIISQL
CCCCCCCCECCCCEEECCCCCCEEEHHHHHCCCEEEEEEECCCCCHHHHHCHHHHHHHCH
HHHHCCCEEEEEEEECCCHHHHHHHHHHCCCCCCCEEEECCCCHHHHHHCCECCHHHHHH
HCCCCECCEEEEEECCEEEEEEECCCCCCCCCCCHHHHHHCC
954055645015040222547471102710773200000000051520173002300730
530574406000000014062005016528099303000037020065040003720263
274410200000046120512020400124590205302733




>1lgzw A
ACGLVASNLNLKPGEXLRVRGEVAPDAKSFVLNLGKDSNNLCLHFNPRFNAHGDANTIVC
NSKDGGAWGTEQREAVFPFQPGSVAEVCITFDQANLTVKLPDGYEFKFPNRLNLEAINYM
AADGDFKIKCVAFD
CCCCEEEEEEECCCCEEEEEEEECCCCCECCEEEEEECCEEEEEEEEEEEECCEEEEEEE
EEEECCEECCCEECCCCCCCCCCEEEEEEEECCCEEEEECCCCCEEEEECCCCCCCEEEE
EECCCEEEEEEEEC
571000341505471904040402680610001005355200000000061791651000
002674544742417212043545020102045630004055545050204170810310
00273050210207

>1w60 A
MFEARLVQGSILKKVLEALKDLINEACWDISSSGVNLQSMDSSHVSLVQLTLRSEGFDTY
RCDRNLAMGVNLTSMSKILKCAGNEDIITLRAEDNADTLALVFEAPNQEKVSDYEMKLMD
LDVEQLGIPEQEYSCVVKMPSGEFARICRDLSHIGDAVVISCAKDGVKFSASGELGNGNI
KLSQTSNVDKEEEAVTIEMNEPVQLTFALRYLNFFTKATPLSSTVTLSMSADVPLVVEYK
IADMGHLKYYLAPKI
CEEEEECCHHHHHHHHCCCCCCCCEEEEEECCCEEEEEEECCCCCEEEEEEEECCCCCEE
EECCCEEEEEEHHHHHHHCCCCCCCCEEEEEECCCCCEEEEEEECCCCCCEEEEEEECCC
CCCCCCCCCCCCCCEEEEEEHHHHHHHHHHHHCCCCEEEEEECCCCEEEEEECCCCEEEE
EECCCCCCCCCCCCCCECCCCCCEEEEEHHHHHHHHHHCCCCCEEEEEEECCEEEEEEEC
CCCCEEEEEEECCCC
202020460110230030033005400030276002021209553000101041720642
515781501020330061074036701000305292720000010576855163708149
294653936949100204010640260063037209202010277003010759837252
516689596775440416275607030107102201402511820201014913000106
079001020103349

>1lrk4 A
GNCPFSQRLFMVLWLKGVTFNVTTVDTKRRTETVQKLCPGGQLPFLLYGTEVHTDTNKIE
EFLEAVLCPPRYPKLAALNPESNTAGLDIFAKFSAYIKNSNPALNDNLEKGLLKALKVLD
NYLTSPLPEEVDETSAEDEGVSQRKFLDGNELTLADCNLLPKLHIVQVVCKKYRGFTIPE
AFRGVHRYLSNAYAREEFASTCPDDEEIELAYE
CCCCCCHHHHHHHHHHCCCCCCCHHHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCHHH
HHHHHHCCCCCCCCCCCCCHHHHCCCCCHHHHHHHHHHCCCHHHHHHHHHHHHHHHHHHH
HHHHCCCHHHCCCCCCCCCCCCCCCCCCCCCCCHHHHHHHHHHHHHHHHHHHHHCCCCCC
CCHHHHHHHHHHHCCHHHHCCCCCHHHHHHHCC
920201010000001070200547404650362047007823214217994636270500
300130034751460318165046103200130030141947641673362027003500
410254066079482796963040400114700100010001010020007633806026
614001300620372620430215564016419




>2ald A
PYQYPALTPEQKKELSDIAHRIVAPGKGILAADESTGSIAKRLQSIGTENTEENRREFYRQ
LLLTADDRVNPCIGGVILFHETLYQKADDGRPFPQVIKSKGGVVGIKVDKGVVPLAGTNG
ETTTQGLDGLSERCAQYKKDGADFAKWRCVLKIGEHTPSALAIMENANVLARYASICQQON
GIVPIVEPEILPDGDHDLKRCQYVTEKVLAAVYKALSDHHIYLEGTLLKPNMVTPGHACT
QKFSHEEIAMATVTALRRTVPPAVTGITFLSGGQSEEEASINLNAINKCPLLKPWALTFS
YGRALQASALKAWGGKKENLKAAQEEYVKRALANSLACQGKYTPSGQAGAAASESLFVSN
HAY
CCCCCCCCHHHHHHHHHHHHHHCCCCCEEEEECCCHHHHHHHHHHCCCCCCHHHHHHHHH
HHHCCCHHHCCCEEEEEECHHHHCCECCCCCEHHHHHHHCCCEEEEECCCCEEECCCCCC
CEEECCCCCHHHHHHHHHHCCCCEEEEEEEECCCCCCCCHHHHHHHHHHHHHHHHHHHHC
CCEEEEEEEECCCCCCCHHHHHHHHHHHHHHHHHHHHHCCCCHHHCEECCCCCCCCCCCC
CCCCHHHHHHHHHHHHHCCCCCCCCEEEECCCCCCHHHHHHHHHHHHHCCCCCCCEEEEE
ECHHHHHHHHHHHCCCHHHHHHHHHHHHHHHHHHHHHCCCCCCCCCCCCCceeeeeeeee
Cccc
978873046734640140055002802000000033730152067191733652111000
000304740250000000241003050766330050046161000010153437189277
011050285046202402731010000200020387012740163003000400210052
100000000001248040640060016003200600652701230000000001105519
692434400300010057102630100000032110130020000026072724020000
023000110062032466328401420010040014014260547866640195602353
967

>3gr4 A
IQTQQLHAAMADTFLEHMCRLDIDSPPITARNTGIICTIGPASRSVETLKEMIKSGMNVA
RLNFSHGTHEYHAETIKNVRTATESFASDPILYRPVAVALDTKGPEIRTGLIKGSGTAEV
ELKKGATLKITLDNAYMEKCDENILWLDYKNICKVVEVGSKIYVDDGLISLQVKQKGADF
LVTEVENGGSLGSKKGVNLPGAAVDLPAVSEKDIQDLKFGVEQDVDMVFASFIRKASDVH
EVRKVLGEKGKNIKIISKIENHEGVRRFDEILEASDGIMVARGDLGIEIPAEKVFLAQKM
MIGRCNRAGKPVICATQMLESMIKKPRPTRAEGSDVANAVLDGADCIMLSGETAKGDYPL
EAVRMQHLIAREAEAAIYHLQLFEELRRLAPITSDPTEATAVGAVEASFKCCSGAIIVLT
KSGRSAHQVARYRPRAPIIAVTRNPQTARQAHLYRGIFPVLCKDPVQEAWAEDVDLRVNF
AMNVGKARGFFKKGDVVIVLTGWRPGSGFTNTMRVVPVP
CCCCCHHHHCCCCHHHHHHCCCCCCCCCCCCCCEEEEECCCCCCCHHHHHHHHHHCCCEE
EEECCCCCHHHHHHHHHHHHHHHHCCCCCCCCCCCCEEEEECCCCCCEECCECCECCCCE
EECCCCEEEEECCHHHCCCECCCEEEECCCCHHHHCCCCCEEEECCCCEEEEEEEECCCE
EEEEEEECEEECCCCEEECCCCCCCCCCCCHHHHHHHHHHHHCCCCEEEECCCCCHHHHH
HHHHHHCCCCCCCEEEEEECCHHHHHCHHHHHHHCCEEEEEHHHHHHHCCHHHHHHHHHH
HHHHHHHHCCCEEEECCCCHHHHCCCCCCHHHHHHHHHHHHHCCCEEEECHHHHCCCCHH
HHHHHHHHHHHHHHHCCCHHHHHHHHHHHCCCCCCHHHHHHHHHHHHHHHCCCCCEEEEC
CCCHHHHHHHCCCCCCCEEEEECCHHHHHHHHHCCCEEEEECCCCCCCCHHHHHHHHHHH
HHHHHHHCCCCCCCCEEEEEEECCCCCCCEEEEEEEECC
634201401606140100020405041250110000000072014282043005110100
002015563830240061034004422932240300000000101101001065469260
403793601001466436202261000305401320654220203311000403232843
030203224500063200029273534312730450060026250000000101315004
403730365065020000001330063064007002000000030112042110000000
000200232200000200022014244001001000000031000000021001707311
300410230020000001042202101331552633020000000000200502000000
240200120020001000000024410020000100020000646639336600321040
004003416104564100000264465721000001506




>lwyi A

APSRKFFVGGNWKMNGRKQSLGELIGTLNAAKVPADTEVVCAPPTAYIDFARQKLDPKIA
VAAQNCYKVTNGAFTGEISPGMIKDCGATWVVLGHSERRHVFGESDELIGQKVAHALAEG
LGVIACIGEKLDEREAGITEKVVFEQTKVIADNVKDWSKVVLAYEPVWAIGTGKTATPQQ
AQEVHEKLRGWLKSNVSDAVAQSTRIIYGGSVTGATCKELASQPDVDGFLVGGASLKPEF
VDIINAKQ

CCCCCEEEEEECCECCCHHHHHHHHHHHHCCCCCCCEEEEEECCHHHHHHHHHHCCCCCE
EEECCCCCCCCECCCCCCCHHHHHHCCCCEEEECCHHHHCCCCCCHHHHHHHHHHHHHCC
CCEEEEECCCHHHHHHCCHHHHHHHHHHHHHHCCCCCCCEEEEECCHHHCCCCCCCCHHH
HHHHHHHHHHHHHHHCCHHHHHHCCEEECCCCCCCCHHHHHHCCCCCEEEECHHHHCCHH
HHHHCCCC

959140000000102122840370043037182085020000000000010166037401
000000033432410100000004304050000000000342715371003003101725
000000000336217673145002400520162095075000000010249394823162
004005401510585337510350100011803263055007151000000270035620
15002046

>liri A
MAALTRDPQFQKLQOWYREHRSELNLRRLFDANKDRFNHFSLTLNTNHGHILVDYSKNLV
TEDVMRMLVDLAKSRGVEAARERMFNGEKINYTEGRAVLHVALRNRSNTPILVDGKDVMP
EVNKVLDKMKSFCQRVRSGDWKGYTGKTITDVINIGIGGSDLGPLMVTEALKPYSSGGPR
VWYVSNIDGTHIAKTLAQLNPESSLFIIASKTFTTQETITNAETAKEWFLQAAKDPSAVA
KHFVALSTNTTKVKEFGIDPOQNMFEFWDWVGGRYSLWSAIGLSIALHVGFDNFEQLLSGA
HWMDQHFRTTPLEKNAPVLLALLGIWYINCFGCETHAMLPYDQYLHRFAAYFQQGDMESN
GKYITKSGTRVDHQTGPIVWGEPGTNGQHAFYQLIHQGTKMIPCDFLIPVQTQHPIRKGL
HHKILLANFLAQTEALMRGKSTEEARKELQAAGKSPEDLERLLPHKVFEGNRPTNSIVFT
KLTPFMLGALVAMYEHKIFVQGIIWDINSFDQWGVELGKQLAKKIEPELDGSAQVTSHDA
STNGLINFIKQQREARV
CCHHHHCHHHHHHHHHHHHHHHHCCHHHHHHHCCCHHHHCEEEEECCCCEEEEECCCCCC
CHHHHHHHHHHHHHHCHHHHHHHHHCCCCCECCCCECCCHHHHCCCCCCCCEECCEECHH
HHHHHHHHHHHHHHHHHHCCCECCCCCECCEEEEECCHHHCHHHHHHHHHCHHHCCCCCE
EEEECCCCHHHHHHHHCCCCHHHEEEEEECCCCCCHHHHHHHHHHHHHHHHHHCCHHHHH
HCEEEEECCHHHHHHHCCCHHHEEECCCCCCHHHCCCCHHHHHHHHHHCHHHHHHHHHHH
HHHHHHHHHCCHHHCHHHHHHHHHHHHHHCCCCCEEEEEECCHHHCCHHHHHHHHHHHHH
CCCECCCCCECCCCCCCEEECCCCCHHHHCCHHHHHHCCCCCCEEEEEEEECCCCHHHHH
HHHHHHHHHHHHHHHHHHCECHHHHHHHHHHCCCCHHHHHHHHHHHCECCCCCEEEEEEE
ECCHHHHHHHHHHHHHHHHHHHHHCCCCCCCCHHHHHHHHHHHHHHHHHCCCCCCCCCCH
HHHHHHHHHHHHCCCCC
702017052054035117525950202720873740164010515074110000000000
155005000300541304400330050441021252000000000364650518972005
402600740450064036061402454503000000001001002000200322198306
111000000000130076141200000000140512001000400242027315567002
500000033354057060257000301500220000000000000000007202400200
120030037140450000000000000011150100000000100210000000000000
000005733404130000001100010010000000001020000000002122623922
002000000000000003003452026306869437750671020100402100000000
200000000000000000000010020000021012004210560052066957086112
00110010006037295




>2dfd A
NAKVAVLGASGGIGQPLSLLLKNSPLVSRLTLYDIAHTPGVAADLSHIETKAAVKGYLGP
EQLPDCLKGCDVVVIPAGVPRKPGMTRDDLFNTNATIVATLTAACAQHCPEAMICVIANP
VNSTIPITAEVFKKHGVYNPNKIFGVTTLDIVRANTFVAELKGLDPARVNVPVIGGHAGK
TIIPLISQCTPKVDFPQODQLTALTGRIQEAGTEVVKAKAGAGSATLSMAYAGARFVFSLV
DAMNGKEGVVECSFVKSQETECTYFSTPLLLGKKGIEKNLGIGKVSSFEEKMISDAIPEL
KASIKKGEDFVKTL
CEEEEEECCCCCCHHHHHHHHHCCCCEEEEEEEECCCHHHHHHHHHCCCCCCEEEEEECC
CCHHHHHCCCCEEEECCCCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHCCCCEEEECCCC
HHHHHHHHHHHHHHCCCCCCCCEEECCHHHHHHHHHHHHHHHCCCHHHCECCEEECCCHH
HEEECHHHCECCCCCCHHHHHHHHHHHHHHHHHHHHHHCCCCCCCHHHHHHHHHHHHHHH
HHHCCCCCCEEEEEEECCCCCCCEEEEEEEEECCEEEEECCCCCCCHHHHHHHHHHHHHH
HHHHHHHHHHHHCC
703000010146102000000021720320000173504000200200013041531316
740250056030000014140436030200030004200600100063037000000020
000000000200463832333100000000000000000544933047040100000126
000000530545181458315500350030025005306252201000010000001000
202546970400000207427040000102008500562411772392055106601530
35005402410676

>113k A
KEPEQLRKLFIGGLSFETTDESLRSHFEQWGTLTDCVVMRDPNTKRSRGFGFVTYATVEE
VDAAMNARPHKVDGRVVEPKRAVSXXXXXXXXXXXTVKKIFVGGIKEDTEEHHLRDYFEQ
YGKIEVIEIMTDRGSGKKRGFAFVTFDDHDSVDKIVIQKYHTVNGHNCEVRKAL
CCCHHHHEEEEECCCCCCCHHHHHHHHHHHCCEEEEEEEECCCCCCEEEEEEEEECCHHH
HHHHHHCCCCEECCEECEEEECCC CCCEEEEECCCCCCCHHHHHHHHCC
CCCEEEEEEEECCCCCCEEEEEEEEECCHHHHHHHHHCCCCEECCEECEEEECC
945543030102502670346203610462260560104337867705130100023281
033006227060486505021289999999999996153000040657034520352058
126054142254996662611010203200000102359606039170515409

>2zkr n
AYFKRYQVKFRRRREGKTDYYARKRLVIQDKNKYNTPKYRMIVRVINRDIICQIAYARIE
GDMIVCARYAHELPKYGVKVGLTNYAAAYCTGLLLARRLLNRFGMDKIYEGQVEVTGDEY
NVESIDGQPGAFTCYLDAGLARTTTGNKVFGALKGAVDGGLSIPHSTKRFPGYDSESKEF
XAEVHRKHIMGONVADYMRYLMEEDEDAYKKQFSQYIKNSVTPDMMEEMYKKAHAAT
CCCCCCCCCCHHHHCCCCCHHHHHHHHCCCCCCCCCCCEEEEEEEECCEEEEEEEECCCC
CCEEEEEEEHHHHHHCCCCCCCCCHHHHHHHHHHHHHHHHCCCCCCCCCCC cceeeeece
CCCCCCCCCCCCEEEEECCCCCCCCCCHHHHHHHHHHHCCCECCCCHHHCCCCCCCCCCC
XCCCCCCCCCCCHHHHHHHCCCCCCCCCCCCCEEEEECCEEECCCCCHHHHHHHHHC
994815535765444451538224830211003323731000034577102020011378
332510204070045142511330200000000000420257878768597947233638
864550362506101102484864522201100200251503065468522528144495
922000530005401431874975772029851318398310340100003602631

>2zkg ¢
AVQISKKRKFVADGIFKAELNEFLTRELAEDGYSGVEVRVTPTRTEIIILATRTQONVLGE
KGRRIRELTAVVQKRFGFPEGSVELYAEKVATRGLCAIAQAESLRYKLLGGLAVRRACYG
VLRFIMESGAKGCEVVVSGKLRGQRAKSMKFVDGLMIHSGDPVNYYVDTAVRHVLLRQGV
LGIKVKIMLPWD
CECCCCCCCHHHHHHHHHHHHHHHHHHCCCCCEEEEECEEECCEECCEEEECCHHHHHCH
HHHHHHHHHHHHHHHCCCCCCCCCCEEEECCCHHHCHHHHHHHHHHHHHHCCCHHHHHHH
HHHHHHHCCCCEEEEEECCCHHHCCCCCECCEEECCHHHHCCCCCCEEEEEECCCCCCCC
CCEEEEEECCCC
320001593063003022102220375026002321501135760401010053550217
928326601240475518682506151462646230021001402430488450380023
006501747140000003240947956515133641660783750523504160629536
020401003559

>1lyy9 A
EEKKVCQGTSNKLTQLGTFEDHFLSLQRMFNNCEVVLGNLEITYVQRNYDLSFLKTIQEV
AGYVLIALNTVERIPLENLQIIRGNMYYENSYALAVLSNYDANKTGLKELPMRNLQEILH
GAVRFSNNPALCNVESIQWRDIVSSDFLSNMSMDFQONHLGSCQKCDPSCPNGSCWGAGEE
NCQKLTKIICAQQCSGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKFRDEATCKDTCP
PLMLYNPTTYQMDVNPEGKYSFGATCVKKCPRNYVVTDHGSCVRACGADSYEMEEDGVRK
CKKCEGPCRKVCNGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILPVAFRGDSFTHTP
PLDPQELDILKTVKEITGFLLIQAWPENRTDLHAFENLEIIRGRTKQHGQFSLAVVSLNI
TSLGLRSLKEISDGDVIISGNKNLCYANTINWKKLEFGTSGQKTKIISNRGENKCKATGQV
CHALCSPEGCWGPEPRDCVSCRNVSRGRECVDKCKLLEGEPREFVENSECIQCHPECLPQ
AMNITCTGRGPDNCIQCAHYIDGPHCVKTCPAGVMGENNTLVWKYADAGHVCHLCHPNCT
YGCTGPGLRGCPT
CCCCEECCCCCCCCCCCCHHHHHHHHHHHHCCCCEECCCEEEECCCCCCCCHHHHHCCEE
CCCEEEECCCCCECCCCCCCEECCCCCCCCCEEEEEECCECCCCCECCECCCCCCCEECC
CEEEEECCCCCCCHHHCCHHHCECCCCHHHCEECCCCCCCCCCCCCCCCHHHCECCCCHH
HECCCCCCCCCCCCCCCECCCCHHHECCCCECCCECCCCCCCECCECCEECCCCEECCCC
CCEEEECCCCEEEECCCCCEEECCEEECCCCCCCEECCCCEEECCCCCCEEEEECCCCEE
EEECCCCCCCEEECCECHHHECCCCCCCCCHHHHCCCCEEECCEEECHHHHHCEHHHCEC



CCCHHHHHHHHHCCEECCCEEECCCCCCCCCCHHHCCCCEECCCCCECCCEEEEEECCCC
CCCCCCCCCEECCCEEEEECCCCCCCCCCCCHHHCECCCCCCEEEECECCHHHHHHCCCC
CCCCECCCCECCCCHHHECCECCEECCCCEECCCCCCCCCCCEEEECCEEEECCCCECCC
CCCCCECCCCCCCECCECCEEECCEEECCCCEEECCHHHCCEEEEECCCCEEEECCCCCC
CCCCCCCHHHCCC

841731302734363465345003204830560210220000020239270400430310
100000020003300013020000753047210000020428881003200011001014
000300501000106301080002881395233425364493692387029500002426
010410343235417400526368120350000007068153140034240753036401
324103583334371841112161102761339200178031366268825627597112
038196427440300445507926001150065065000040102010102622885814
506363031032041010000001017935100002304103074213830000001030
200001206402302000000320000430506501849606220000305550765834
238201930000341301132251125940055034536430003486401712700463
686300616225315522432034103761153230596541201238752046038607
8118133690289



>1z2b A
RECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPXXXXXXXXXDSFNTFFSETGAGKH
VPRAVFVDLEPTVIDEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDR
IRKLADQCTGLQGFLVFHSFGGGTGSGFTSLLMERLSVDYGKKSKLEFSIYPAPQVSTAV
VEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYTNLNRLIGQIVSSITAS
LRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPANQ
MVKCDPRHGKYMACCLLYRGDVVPKDVNAAIATIKTKRSIQFVDWCPTGFKVGINYQPPT
VVPGGDLAKVQRAVCMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEA
REDMAALEKDYEEVGI
CEEEEEEEHHHHHHHHHHHHHHHHHHHCCCCCCCCCXXXXXXXXXCCCCCCECCcceeeee
CECEEEEECCCCHHHHHCCCCCCCCCCHHHEEECCCCCCCCHHHHHCCCHHHHHHHHHHH
HHHHCCCCCCEEEEEEEEECCCHHHHHHHHHHHHHHHHHCCCCEEEEEEECCCCCCCCCC
CHHHHHHHHHHHHHCCCCEEEECCHHHHHHHHHHCCCCCCCCHHHHHHHHHHHHHHHHCH
HHHCCCCCCCCHHHHHHHCCCCCCCCCEECCCCCCECCCCCCCCCCHHHHHHHHCCHHHC
CCCCCCCCCCEEECEEEEEECCCHHHHHHHHHHHHHCCCCCECCCCCCCCEEEEECCCCC
CCCCCCECCCCEECCCEEEEHHHHHHHHHHHHHHHHHHCCCCCCHHHHCCCCCHHHHHHH
HHHHHHHHHHHHCCCC
500000000320030021001000301505350259999999999682300013199641
000000000025104303747154004740002261000100000001102720640062
055017518601000000100110000000000220134077210000000103314100
000000000011006003000000010011005510826205350002000000000000
101400003305102610044820000000000030273396833403600620235110
004130361400100000006051730241016107425511052131211000042503
108923007142000000001001200240062042005230001103310054400560
1720330363087054

>2btp A

MHHHHHHS SGVDLGTENLYFQSMEKTEL IQKAKLAEQAERYDDMATCMKAVTEQGAELSN
EERNLLSVAYKNVVGGRRSAWRVISSIEQKTXXXXKKLQLIKDYREKVESELRSICTTVL
ELLDKYLIANATNPESKVFYLKMKGDYFRYLAEVACGDDRKQTIDNSQGAYQEAFDISKK
EMQPTHPIRLGLALNFSVFYYEILNNPELACTLAKTAFDEAIAELDTLNEDSYKDSTLIM

QLLRDNLTLWTS
CCCCCECCCCCECCCCCHHHHCCCHHHHHHHHHHHHHCCCHHHHHHHHHHHHHCCCCCCH
HHHHHHHHHHHHHHHHHHHHHHHHHHHHHHC CHHHHHHHHHHHHHHHHHHHHHHHH

HHHHHCCCCCCCCHHHHHHHHHHHHHHHHHHHHHCCHHHHHHHHHHHHHHHHHHHHHHHH
HCCCCCHHHHHHHHHHHHHHHHCCCCHHHHHHHHHHHHHHHHHCCCCCCHHHHHHHHHHH
HHHHHHHHHCCC

036152443353620437307716364003003003506124000000100024343045
510400120033103510301520262258899996243201611440060033005200
600542025408432010000002000100101006896322017402500350152054
607102211000000000012302643750161034115505610972694242502500
500550165079




>1z7x W
SLDIQSLDIQCEELSDARWAELLPLLQQCQVVRLDDCGLTEARCKDISSALRVNPALAEL
NLRSNELGDVGVHCVLQGLQTPSCKIQKLSLONCCLTGAGCGVLSSTLRTLPTLQELHLS
DNLLGDAGLQLLCEGLLDPQCRLEKLQLEYCSLSAASCEPLASVLRAKPDFKELTVSNND
INEAGVRVLCQGLKDSPCQLEALKLESCGVTSDNCRDLCGIVASKASLRELALGSNKLGD
VGMAELCPGLLHPSSRLRTLWIWECGITAKGCGDLCRVLRAKESLKELSLAGNELGDEGA
RLLCETLLEPGCQLESLWVKSCSFTAACCSHFSSVLAQNRFLLELQISNNRLEDAGVREL
CQGLGQPGSVLRVLWLADCDVSDSSCSSLAATLLANHSLRELDLSNNCLGDAGILQLVES
VRQPGCLLEQLVLYDIYWSEEMEDRLQALEKDKPSLRVIS
CEEEEEEEEECCCCCHHHHHHHHHHHCCCCEEEEECCCCCHHHHHHHHHHHHCCCCCCEE
ECCCCCCHHHHHHHHHHCCCCCCCCCCEEECCCCCCEHHHHHHHHHHCCCCCCCCEEECC
CCECHHHHHHHHHHHHCCCCCCCCEEECCCCCCEHHHHHHHHHHHHHCCCCCEEECCCCE
CHHHHHHHHHHHHHHCCCCCCEEECCCCCCECCHHHHHHHHHHHCCCCCEEECCCCECHH
HHHHHHHHHHCCCCCCCCEEECCCCCCCHHHHHHHHHHHHHCCCCCEEECCCCCCHHHHH
HHHHHHHCCCCCCCCEEECCCCCCEHHHHHHHHHHHHHCCCCCEEECCCCECHHHHHHHH
HHHHCCCCCCCCEEECCCCCCCHHHHHHHHHHHHHCCCCCEEECCCCCCCHHHHHHHHHH
HCCCCCCCCEEECCCCCCCHHHHHHHHHHHHHCCCCEEEC
533202010111805851056024004404103001030445105400600450540110
102208022500310040052931504400013040337004200500450220210100
206022600430050041740200301025060234005100200540120100000206
043300410050055050202002012040225006301100150310420000309021
500320040044740105000003070426002100600540200110000307023400
320040033830003000003050425004301300160420010000207032500520
050025861104001003030326005100510350320120000103003500330040
0646300031000020001270154053037603204102

>1lzng O
KVKVGVNGFGRIGRLVTRAAFNSGKVDIVAINDPFIDLNYMVYMFQYDSTHGKFHGTVKA
ENGKLVINGNPITIFQERDPSKIKWGDAGAEYVVESTGVFTTMEKAGAHLQGGAKRVIIS
APSADAPMFVMGVNHEKYDNSLKIISNASCTTNCLAPLAKVIHDNFGIVEGLMTTVHAIT
ATQKTVDGPSGKLWRDGRGALQONIIPASTGAAKAVGKVIPELNGKLTGMAFRVPTANVSV
VDLTCRLEKPAKYDDIKKVVKQASEGPLKGILGYTEHQVVSSDFNSDTHSSTFDAGAGIA
LNDHFVKLISWYDNEFGYSNRVVDLMAHMASKE
CCEEEEECCCHHHHHHHHHHHHHCCCEEEEEECCCCCHHHHHHHHHCCCCCCCCCCCEEE
ECCEEEECCEEEEEECCCCHHHCCHHHHCCCEEEECCCCCCCHHHHCHHHHCCCCEEEEC
CCCCCCCECCCCCCHHHCCCCCCEEECCCHHHHHHHHHHHHHHHHHCEEEEEEEEEEECC
CCCCCCCCCCCCCHHHHCCCCCCCEEEECCHHHHHHHHCHHHCCCEEEEEEEECCCCCEE
EEEEEEECCCCCHHHHHHHHHHHHHCCCCCCEEEECCCCCHHHHCCCCCCEEEECCCCEE
CCCCEEEEEEEECCCHHHHHHHHHHHHHHHCCC
805000000312000001001843404010001260416001000100010450944053
597401047450211447402605048140300001375132485011038230500001
241850310012101660447251000012000000000300154010200000000002
660400022289420100001200001726007100600560574010000100010000
000002076606164026104711648074000115430001204323200000060123
223200000000000100010001002102746




