Concordant association of insulin degrading enzyme gene (IDE) variants with IDE mRNA, Aß, and Alzheimer’s disease

Table S4. IDE haplotypes. Haplotypes are numbered according to their frequency in the USA series. Only haplotypes with frequency > 0.01 are shown. The "Haplotype" and "Variant ID" columns show the allelic composition of each haplotype in the 5' to 3' orientation from the p to the q telomere of chromosome 10. The allelic composition of each haplotype is depicted as "0" for major allele and "1" for minor allele. The 10 haplotype tagging variants are highlighted in bold.
	Haplotype
	Freq
	Variant ID

	
	
	2
	3
	6
	10
	154
	309
	310
	311
	176
	315
	46
	684
	180
	683
	685
	687
	776

	H1
	0.23
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	H2
	0.18
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	1

	H3
	0.10
	0
	0
	0
	0
	1
	0
	0
	0
	1
	0
	1
	0
	1
	1
	0
	0
	0

	H4
	0.10
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	H5
	0.10
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	1
	1
	0
	0
	0

	H6
	0.08
	0
	0
	0
	1
	1
	0
	0
	1
	0
	1
	0
	0
	1
	0
	0
	1
	0

	H7
	0.05
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0

	H8
	0.05
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0

	H9
	0.03
	0
	1
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0

	H10
	0.02
	1
	0
	0
	0
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	H11
	0.02
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
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