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Figure S2. Plot of base changes in the genomes of pO55, pSFO157 and pO157 from both Sakai and EDL933.  
 
The base changes in the homologous regions of the plasmids pO55, pSFO157, and pO157 from both Sakai and EDL933, were 
plotted using the same approach as in Figure S1. Each genome was cut into 7 segments and ordered as in pO55. pO157 from Sakai, 
which have different start point to others, were changed and the original start point was marked in purple line.  


