Table S5 - Homopolymers in inserts found by each or both sequencing methods
	Homopolymer size (nt)
	Sanger only

(N=87)
	454-pyrosequencing only

(N=1645)
	Sanger and 454-pyrosequencing
(N=1202)

	4
	18/87 (20.7%)
	460/1645 (28.0%)
	353/1202 (29.4%)

	5
	18/87 (20.7%)
	196/1645 (11.9%)
	141/1202 (11.7%)

	6
	9/87 (10.3%)
	72/1645 (4.3%)
	56/1202 (4.6%)

	7
	5/87 (5.7%)
	30/1645 (1.8%)
	19/1202 (1.6%)

	8
	8/87 (0.9%)
	9/1645 (0.6%)
	7/1202 (0.6%)

	(4
	58/87 (66.7%)
	767/1645 (46.6%)
	576/1202 (47.9%)

	(5
	40/87 (46.0%)
	307/1645 (18.7%)
	223/1202 (18.6%)
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