Table S2 - Homopolymer-containing sequences in rejected- and accepted-454-pyrosequencing datasets*
	Homopolymer size (nt)
	454-sequences

	
	Rejected set
	Accepted set

	4
	1128/3826 (29.5%)
	813/2847 (28.6%)

	5
	821/3826 (21.5%)
	337/2847 (11.8%)

	6
	459/3826 (12.0%)
	128/2847 (4.5%)

	7
	184/3826 (4.8%)
	49/2847 (1.7%)

	8
	94/3826 (2.5%)
	16/2847 (0.6%)

	(4
	2686/3826 (70.2%)
	1343/2847 (47.2%)

	(5
	1558/3826 (40.7%)
	530/2847 (18.6%)


