Table S4

	Affected by  microRNAs that are  upregulated in stroke
	Affected by microRNAs that are downregulated in stroke

	KEGG Pathway
	KEGG ID
	Found Genes
	-ln(p-value)
	KEGG Pathway
	KEGG  ID
	Found Genes
	-ln(p-value)

	MAPK signaling pathway
	hsa04010
	58
	8.8
	MAPK signaling pathway
	hsa04010
	57
	17.32

	Focal adhesion
	hsa04510
	55
	16.87
	Axon guidance
	hsa04360
	30
	10.69

	TGF-beta signaling pathway
	hsa04350
	32
	16.46
	Focal adhesion
	hsa04510
	39
	8.42

	Wnt signaling pathway
	hsa04310
	41
	11.87
	Wnt signaling pathway
	hsa04310
	29
	5.87

	Regulation of actin cytoskeleton
	hsa04810
	53
	11.62
	TGF-beta signaling pathway
	hsa04350
	27
	15.53

	VEGF signaling pathway
	hsa04370
	23
	9.74
	Jak-STAT signaling pathway
	hsa04630
	25
	2.44

	Adherens junction
	hsa04520
	23
	9.09
	Calcium signaling pathway
	hsa04020
	25
	1.61

	Ubiquitin mediated proteolysis
	hsa04120
	35
	8.9
	Cytokine-cytokine receptor interaction
	hsa04060
	37
	1.75

	Axon guidance
	hsa04360
	31
	6.29
	Regulation of actin cytoskeleton
	hsa04810
	35
	3.84

	Insulin signaling pathway
	hsa04910
	33
	5.64
	T cell receptor signaling pathway
	hsa04660
	20
	5.62

	Cell cycle
	hsa04110
	28
	5.44
	Insulin signaling pathway
	hsa04910
	26
	4.34

	Calcium signaling pathway
	hsa04020
	37
	5.04
	Ubiquitin mediated proteolysis
	hsa04120
	20
	1.4

	T cell receptor signaling pathway
	hsa04660
	22
	4.1
	Tight junction
	hsa04530
	20
	1.16

	Jak-STAT signaling pathway
	hsa04630
	33
	3.9
	
	
	
	

	ErbB signaling pathway
	hsa04012
	21
	3.61
	
	
	
	

	Toll-like receptor signaling pathway
	hsa04620
	22
	2.6
	
	
	
	

	Gap junction
	hsa04540
	20
	2.17
	
	
	
	

	Tight junction
	hsa04530
	25
	1.35
	
	
	
	

	Neuroactive ligand-receptor interaction
	hsa04080
	33
	0.78
	
	
	
	

	Cytokine-cytokine receptor interaction
	hsa04060
	42
	0.75
	
	
	
	

	Natural killer cell mediated cytotoxicity
	hsa04650
	20
	0.33
	
	
	
	

	
	
	
	
	
	
	
	


