Supplementary Table McNemar’s test.

Comparison among learning technique and mapping method for building significantly dissimilar models by 10-fold cross validation with McNemar’s test.  
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Diagonal cells from upper left to lower right contain the mean correlations R (upper) and MSE (lower) from the 10-fold cross validation predictions within the learning technique and mapping method, equivalent to the 10-fold cross validation R and MSE columns in table 2​.

Cells above and to the right of the diagonal are the t-test probabilities of the 10-fold cross validations R rejecting the H0: xa = xb, where xa is mean R of combined technique and method a and xb is the mean R of combined technique and method b.

Cells below and to the left of the diagonal are the t-test probabilities of the 10-fold cross validations MSE rejecting the H0: xa = xb, where xa is mean MSE of combined technique and method a and xb is the mean MSE of combined technique and method b.

The cells off the upper left to lower right diagonal are shaded blue where P ≥ 0.05.
The cells off the diagonal are shaded yellow where P < 0.05 and P ≥ 0.001 (< 5.0E-02 and > 1.0E-03).
The cells off the diagonal are shaded red where P < 0.001 or 1.0E-03.

Learning technique (TEC) and mapping method (MET) labels are consistent with Table 2.

