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O Identify and click on the link in the PLoS article. O Windows (XP, Vista, Windows 7)
This will take you to the SGC’s website with the =  Download and run the latest installer (in bold) and
enhanced iSee version of the article.

follow the installation instructions
] Close all web browser windows and restart web

browser
: " Supported web browsers: Firefox, IE, Opera or
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" Supported web browsers: Safari, Firefox

O Linux

= Download the latest version (in bold)
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follow the instructions .
; il Setnto et a4 =il P *  Supported web browser: Firefox
on this document. e Tools acldon-107 ez ] ]
R w—| 1 O After restarting your browser, open again the
* Drug Likeness activeicm-1.0-4 taz 4MB
P e P link to the enhanced version of the article.




iSeeééi# iSee — Quick Reference Chart

There are two main windows in every iSee session — one with text and static images (left) and another which allows interaction
with 3D objects (right). The features and behaviours for each window are described below. Support: isee@sgc.ox.ac.uk
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O You can resize the browser’s main
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Text and images
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window as well as the ratio

between the text/ 3D windows.
Place your mouse over the divider,
left-click (keep pressed) and drag
to resize. tabi
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Ida Joha Lovisa

g-Schiavone,

Critical residues for quinone specificity in CBR enzyi
Comparison of the active sites of CBR1 and CBR3 sudag,_, ...
three residue positions are critical for substrate recogni

catalysis . In particular, we identifieE position 229,230 -
CBR1, Pro230 in CBR3), position 235,236 (Ala235 in CRARes
in CBR3) and posifion 141142 (Metl41 in CBR1, Glnl4Sm

Interactive 3D

O Everything displayed in this
window can be manipulated
using the mouse

{4304 O The 3D window has several
‘hot-zones’ (marked as red
boxes in the figure), which
provides access to
operations that change the
scene’s view

O Move the cursor into one of
these zones to change the
dragging function of your
mouse (see below)

O Direct access to each scene

as the most likely jcandidates for determination of subst

B e e Fu| LL . £ ke -l el .

O Underlined text is linked to a
scene in the 3D window
explaining that topic and can be
clicked to activate the scene

O The navigation is not
sequential: you can choose to
see any scene, anytime, in any
order.

O Once the scene is shown, you [ The font size of the text can be
can interact directly with the changed by using Ctrl+ and Ctrl-
3D window to better examine

the feature being presented. At any point you can reset the

scene to the initial state using

the ‘reset’ link in the text.

J

via control menu

Middle button
move = translation

Right button

move = selection
(markers appear);
select empty zones
to remove selection
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