
Supplementary Table 4:  Chimera formation in 454-FLX libraries

Single-Cell 
Genome

Total 
Reads

Total 
Chimeras

Chimeras 
joining regions 

<10kb apart
Inversions Chimeras 

per 10 Kb

SAG A 294,514 5,907 4,784 4,886 0.92

SAG B 292,163 7,722 6,563 6,475 1.09


