Supplementary table S2. Measures of dN/dS ratio for duplicated HGT genes.

[image: image1.emf]Species Génolevures family Compared pair of genes dN dS dN/dS

K. thermotolerans GL3R3887

KLTH0C07700p – KLTH0C07722p

256

0.23 1.14 0.2

KLTH0C07700p – KLTH0F12276p 0.41 1.7 0.24

KLTH0C07700p – KLTH0H12914p 0.51 2.33 0.22

KLTH0C07722p – KLTH0F12276p 0.37 1.42 0.26

KLTH0C07722p – KLTH0H12914p 0.49 1.87 0.26

KLTH0F12276p – KLTH0H12914p 0.58 2.64 0.22

S. kluyveri GL3R3665

SAKL0B01782p – SAKL0B05940p

232

0.28 1.27 0.22

SAKL0B01782p – SAKL0G04686p 0.35 1.57 0.23

SAKL0B01782p – SAKL0H03674p 0.37 1.47 0.25

SAKL0B01782p – SAKL0H06314p 0.36 1.34 0.27

SAKL0B01782p – SAKL0H06600p 0.36 1.34 0.27

SAKL0B05940p – SAKL0G04686p 0.29 1.81 0.16

SAKL0B05940p – SAKL0H03674p 0.37 1.35 0.28

SAKL0B05940p – SAKL0H06314p 0.33 1.84 0.18

SAKL0B05940p – SAKL0H06600p 0.33 1.84 0.18

SAKL0G04686p – SAKL0H03674p 0.27 1.54 0.18

SAKL0G04686p – SAKL0H06314p 0.22 1.95 0.11

SAKL0G04686p – SAKL0H06600p 0.22 1.95 0.11

SAKL0H03674p – SAKL0H06314p 0.25 1.49 0.17

SAKL0H03674p – SAKL0H06600p 0.25 1.49 0.17

SAKL0H06314p – SAKL0H06600p 0 0 0

K. lactis GL3C0005* KLLA0B00451p – KLLA0D19929p 386 0.14 4.15 0.03

Y. lipolytica

GL3R4524 YALI0A15400p – YALI0F11605p 174 0.58 3.28 0.18

GL3R4533 YALI0D21582p – YALI0F01408p 322 0.14 1.72 0.08

Size

¥

¥

 Size: Alignment size in amino-acids.

* GL3C0005 is a complex family, containing diverse proteins from several Saccharomycetaceae species.
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