Fig. S1


Validation results for the ABC procedure. Comparison of median values from joint posterior distributions for times of onset of growth (left column) and growth rates (right column). Median values (dotted vertical lines) inferred from 5 simulated datasets, each comprising 20 autosomal loci, are compared with known model parameters (solid vertical lines). ABC was employed with Rozas’ R2 (upper row), Tajima’s D (middle row), and both summary statistics jointly (bottom row). The number of segregating sites S was used to constrain  in all cases. See text for details.

[image: image1.jpg]Accuracy of Parameter Reconstruction (Median Values)

Rozas' Rz Rozas' Rz
T T T T T T T T T T T T
200 400 600 800 1000 1200 0.000 0.001 0.002 0.003 0.004 0.005
t (generations) a/generation
Tajima's D Tajima's D
T T T T T T T T T T T T
200 400 600 800 1000 1200 0.000 0.001 0.002 0.003 0.004 0.005
t (generations) a/generation
Rozas' R, and Tajima's D Rozas' R, and Tajima's D
T T - T T T T T T T T T T
200 400 600 800 1000 1200 0.000 0.001 0.002 0.003 0.004 0.005

t (generations) algeneration




