Figure S1 
Comparison of KasB with E. coli FabF and simulated KasB:platensimycin complex. 
The structures of E. coli FabFC163Q bound to platensimycin (PDB code 2GFX) and Mt-KasB (PDB code 2GP6) were superimposed using secondary structure matching, followed by 200 cycles of conjugate-gradient energy minimization of the (simulated) Mt-KasB:platensimycin complex using CNS 1.2 (Brunger AT, Nat Protoc 2:2728-2733). (A) Ribbon diagram displaying Mt-KasB (blue) and E. coli FabF (grey) with platensimycin shown as sticks (magenta). (B, C) Two orthogonal views of the simulated Mt-KasB:platensimycin complex of Mt-KasB with carbon atoms of the experimental FabF and simulated Mt-KasB complex structures in grey and blue, respectively. Residue identifiers refer to Mt-KasB.
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