Table S3. The adapter and primer oligonucleotide sequences used for generation of the genomic representation (cloning) from Mycosphaerella graminicola isolates IPO323 and IPO95052 and for hybridization to the micro-arrays (genotyping) of parental and progeny isolates.

	Endonuclease and recognition site
	Used for
	Adapter sequencesa
	Primer sequences (5’ to 3’)



	HindIII

5’-A↓AGCTT-3’

3’-TTCGA↑A-5’
	Cloning
	5’-CTCGTAGACTGCGTCAC-3’

3’-ATCTGACGCAGTGTCGA -5’
	TAGACTGCGTCACAGCTT

	
	
	
	

	
	Genotyping
	5’-GTGCTACAGTCGCTGAG-3’

3’-ATGTCAGCGACTCTCGA-5’
	TACAGTCGCTGAGAGCTT

	
	
	
	

	BamHI
5’-G↓GATCC-3’

3’-CCTAG↑G-5’
	Cloning
	5’-CTCGTAGACTGCGATCA-3’

3’-CATCTGACGCTAGTCTAG-5’
	GTAGACTGCGATCAGATCC

	
	
	
	

	
	Genotyping
	5’-GTGCTACAGTCGCTAGA-3’

3’-GATGTCAGCGATCTCTAG-5’
	CTACAGTCGCTAGAGATCC

	
	
	
	

	MseI

5’-T↓TAA-3’

3’-AAT↑T-5’
	Cloning
	5’-ACTCGATCCTCACACGTA

AAGTATAGATCCCA-3’ 

3’- NH2-TTCATATCTAGGGTAT-5’
	ACTCGATCCTCACACGTA

	
	
	
	

	
	Genotyping
	5’-AGTGCATGGTGAGAGCTA

AACTATACATGGGA-3’                                                      

3’- NH2-TTGATATGTACCCTAT-5’
	AGTGCATGGTGAGAGCTA

	
	
	
	

	RsaI
5’-GT↓AC-3’

3’-CA↑TG-5’
	Co-digestion
	-
	-


a Adapter sequences were formed by annealing the strands whose sequences are listed. Complementary sequences are underlined.
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