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Table S4.  Additional genes identified in both this study and previous work.   

bnum Annotation Effect Notes Drug Reference 

b4058 uvrA excision nuclease subunit A down  NIT [1]  

b3822 
recQ ATP-dependent DNA 
helicase down  NIT [1]  

b0851 nfsA NADPH nitroreductase up  NIT [2] 

b0850 
ybjC predicted inner membrane 
protein up 

Effect is likely 
polar on 
b0851. NIT [2] 

b1861 
ruvA branch migration of Holliday 
structures; repair down  NAL, LOM [3] 

b0929 
ompF The Colicin A Import 
System up  TET [4] 

b0888 
trxB thioredoxin reductase 
monomer up  DOX, TET [5] 

 “Down” indicates that strains with the locus disrupted were depleted during enrichments in the indicated 
drug(s).  “Up” indicates that strains with the locus disrupted increased in abundance during the 
enrichments.  In finding references, emphasis was placed on global studies and work in E. coli.  
Expression changes in response to drug addition were not sufficient for inclusion.    
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