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Figure S1. The number of genes biologically relevant to addiction that require varying amounts supplementary coverage for the Illumina 610 Quad microarray.  Here we consider our primary set of 910 genes.  The horizontal axis shows the percentage of SNPs in the gene not tagged by the array in the corresponding population.  For example, in the African population, there are 35 genes (3.97%) where at least 90% of the SNPs in those genes are not tagged by this array with r2 ≥ 0.8 (the rightmost bar in the histogram).

