Supporting Information for Fig. S3 - Zinc-metalloprotease conserved domains 
            Partial zinc-metalloprotease sequences were obtained using nano-liquid chromatography peptide separation and mass spectrometry (nano- LC/MS/MS). Data were searched using Mascot and bacterial entries in the NCBI non-redundant protein database [134]. Four out of five domains of a common 86.141 kDa Vibrio pre-propeptide were identified and close matches are presented in boxes.

