	
	Distance Apart of Peaks of Linkage (cM)
	No. of significantly correlated trans-eQTL genes with correlated genotypes at peaks of linkage
	% of all significantly correlated trans-eQTL genes

	Fat

Total Significantly Correlated eQTL genes: 30347_
	≤ 50
	13,040
	43.4

	
	≤ 20
	12,809
	42.3

	
	≤ 10
	12,270
	40.4

	
	≤ 5
	11,958
	39.4

	
	≤ 1
	11,107
	36.6


	
	Distance Apart of Peaks of Linkage (cM)
	No. of significantly correlated trans-eQTL genes with correlated genotypes at peaks of linkage
	% of all significantly correlated trans-eQTL genes

	Kidney_

Total Significantly Correlated eQTL genes: 12231_
	≤ 50
	4,951
	41.5

	
	≤ 20
	4,511
	37.2

	
	≤ 10
	4,113
	33.6

	
	≤ 5
	3,693
	30.2

	
	≤ 1
	2,831
	23.1


	
	Distance Apart of Peaks of Linkage (cM)
	No. of significantly correlated trans-eQTL genes with correlated genotypes at peaks of linkage
	% of all significantly correlated trans-eQTL genes

	Adrenal

Total Significantly Correlated eQTL genes: 4139_
	≤ 50
	2,623
	63.4

	
	≤ 20
	2,521
	60.9

	
	≤ 10
	2,445
	59.1

	
	≤ 5
	2,327
	56.2

	
	≤ 1
	1,650
	39.1


	
	Distance Apart of Peaks of Linkage (cM)
	No. of significantly correlated trans-eQTL genes with correlated genotypes at peaks of linkage
	% of all significantly correlated trans-eQTL genes

	Left 
Ventricle
Total Significantly Correlated eQTL genes:  22568
	≤50
	11,525
	52.2

	
	≤20
	10,859
	48.1

	
	≤10
	10,034
	44.5

	
	≤5
	9,071
	40.2

	
	≤1
	6,727
	29.8


