Table S2 | Frequency of the T allele of rs3741845 in different populations

Population Frequency
AFDS 0.11
JPT* 0.24
Japanese 0.25
CEU' 0.35
Hungarian 0.56
African American 0.65
Pygmy 0.70
YRI® 0.77
Amerindian 0.80
Cameroonian 0.86

T Utah residents of European Ancestry
* Japanese in Tokyo, Japan
$ Yoruba in Ibadan, Nigeria
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