Supplementary material

Table S2: Oligonucleotides used in this study

	Target region
	Name
	Restriction site
	Sequence (5'-3')

	Cloning into pILL2150

	ssrA
	H265
	BamHI
	5'-CGCGGATCCCAACGCCACCTTCTAAAACGAGAG-3' 

	
	H266
	SpeI
	5'-GGACTAGTGATTTTTAATGATTCATTGCATC-3' 

	smpB
	H225
	SpeI
	5'-GGACTAGTAGGAAGAGAATAATGAAACTCATTGCCAGCAAC-3'

	
	H226
	BamHI
	5'-CGCGGATCCTTATCCTTTAAAGTGGTGTTTTAAATCAGCAAG-3'

	Chromosomal inactivation of smpB by three step PCR (3T-PCR)

	500 bp upstream from smpB
	H227
	-
	5'-CTCAAGCCGGATTAGGCGGTGGGAGCACTG-3'

	
	H228
	-
	5'-GTTAGTCACCCGGGTAC TCATTCGCCCCCTTTTTGCATAGG-3'

	500 bp downstream from smpB
	H229
	-
	5'-TACCTGGAGGGAATAATGAAAGAAATGGTAGATTATGGG-3'

	
	H230
	-
	5'-GGCTTTGCTATAAATCTCATGGGATTGCGTG-3'

	Chromosomal inactivation of hp1248 by three step PCR (3T-PCR)

	500 bp upstream from hp1248
	H214
	-
	5'-GATCCCTAAACCATTCGCTCCTCTAGTAG-3'

	
	H215
	-
	5'-GTTAGTCACCCGGGTACCTTCACCCTGTCAAAAAGGCTC-3'

	500 bp downstream from hp1248
	H216
	-
	5'-TACCTGGAGGGAATAATGGAGCATGCCTTAAAAATAGCC-3'

	
	H217
	-
	5'-CCTTTCTGTGATTTCGCCTCTAACTTGCCC-3'

	Chromosomal inactivation of ssrA by suicide vector pILL796

	500 bp upstream from ssrA
	H274
	ClaI
	5'-CCATCGATCGGGGTTTTAAAGGCTAAAGCCCCTAATTG-3'

	
	H253
	KpnI
	5'-GTTAGTCACCCGGGTACCATTGGCGCACAATATCAATG-3'

	500 bp downstream from ssrA
	H273
	BamHI
	5'-GGGAATAATGACCCGGGGATCC TCTTATTAAAAAGTATCATTTTTAAGCG-3'

	
	H275
	PstI
	5'-AACTGCAGGGCTTTTCTCAATTCGGCTTCTAGTTGGGC-3'

	aphA-3 (KnR)
	pUNI
	-
	5´-TAATACGACTCACTATAGGG-3´

	
	pRev
	-
	5´-ACCCATGACCTTATTACCAACCTC-3´

	Site directed mutagenesis on ssrA

	SsrAsmpB
	H267
	-
	5'-GCGCTTGGCATGCTATCTGTGCGACAAGAAATCTTAAGAAATCCAAG-3'  

	
	H268
	-
	5'-CGCACAGATAGCATGCCAAGCGCTGCTTGTAAAACAGC-3'

	SsrAwobble 
	H259
	-
	5'-CGCTTAAAAATGATACTTTTTAATATGGTG-GGG-CTGTGGGG-3' 

	
	H264
	-
	5'-AAAAAGTATCATTTTTAAGCGTATTTAAGGAAGGTAAATG -3' 

	SsrAresume 
	H257
	-
	5'-CTTTAGCGTAAGCTGGAGCGTAATCTGTGTTGTTTTAAGTTATTTTTG-3' 

	
	H258
	-
	5'-GATTACGCTCCAGCTTACGCTAAAGCTGCGTGAGTTAATCTC- 3' 

	SsrADD 


	H255
	-
	5'-CTAATCAGTCCAGCTCCAAAAGGAGATTAACTCAGTCATCTTTAGCGTAAG-3' 

	
	H256
	-
	5'-CCTTTTGGAGCTGGACTGATTAGAATTTCTAGCGTTTTAATC-3' 

	SsrASTOP
	H380
	-
	5’ – gcagctttagcgtaagctggagcgtaatctgtTCATtAtacagttatt – 3’

	
	H381
	
	5’ – ctccagcttacgctaaagctgcgtgagttaatctccttt – 3’

	Insertion of the SsrADD  and SsrASTOP mutations on the chromosome of H. pylori strains by three step PCR (3T-PCR)

	500 bp upstream from ssrA
	H276
	ClaI
	5'-CCATCGATCGGGGTTTTAAAGGCTAAAGCCCCTAATTG-3'

	
	H277
	-
	5'-GTTAGTCACCCGGGTAC CATTGGCGCACAATATCAATGTTTTCATCTTTAGGC-3'

	Mutated ssrA
	H278
	-
	 5'-TACCTGGAGGGAATAATGTGATTTTTAATGATTCATTGCATCTTGTTAGCAAAA GTTAGC-3' 

	
	H265
	BamHI
	5'-CGCGGATCCCAACGCCACCTTCTAAAACGAGAG-3' 

	Cloning of hypB-TAP with or without stop codon into vector pILL2150

	
	H359
	speI
	5'-GGACTAGTcgtttaattaagtgcgctacgatacg-3' 

	hypB-TAP with stop codon
	H340K
	KpnI
	5'- CGGGTACCGGTTGACTTCCCCGCGGAATTCGCG-3' 

	hypB- TAP without stop codon
	H341K
	KpnI
	5'- CGGGGTACCTCAGGTTGACTTCCCCGCGGAATTCGCG–3’

	Cloning of the amiF terminator downstream from hypB-TAP with or without stop codon

	pILL2332 
	H382
	KpnI
	5’ – ACCtgaGGTACCtccctaaccttgcatttttgcCagaacccg – 3’

	pILL2332/2333
	H383
	KpnI
	5’ – gggGGTACCaaaaaccagaacccttaaaaacgggttctGgcaaaaatgc – 3’

	pILL2333
	H384
	KpnI
	5’ – ACCGGTACCtccctaaccttgcatttttgcCagaacccg – 3’

	Insertion of the hypB- TAP fusion with or without stop codon on the chromosome of H. pylori strains by three step PCR (3T-PCR)

	hypB-tap with or without stop codon
	H410
	-
	5’ – gactttaagttttgcgtggtagagggcg – 3’

	
	H411
	-
	5’ – CACTCAAAACGATGAAATAGGGC – 3’

	hp0898 amplification
	H412
	-
	5’ – TAGCCCTATTTCATCGTTTTGAGTGtgatcagcggcgctcaaatctatgctcc – 3’

	
	H413
	-
	5’ – tcaaacgcgcttgtaacgataatacgcc – 3’

	Riboprobes 

	RNA 5S
	5S Fw
	-
	5’ –  AGAGAAGAGGAACTACCC – 3’

	
	H346
	-
	5’ – CTAATACGACTCACTATAGGGAGAATTTCCCTATCCCTGCACCGACC – 3’ 

	SsrA
	H244
	-
	5'-GGGGCTGACTTGGATTTCGACAG-3'

	
	H245
	-
	5'-CTAATACGACTCACTATAGGGAGAGCTGTGGGGAATCGAACCCCAGTCC-3'
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