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BP0910 transposase transposase for 1S481 element
BP0911 unknown putative decarboxylase
BP0912 unknown LysR-family transcriptional regulator (Pseudogene)
BP0913 unknown putative exported protein
BP0914 unknown probable inner membrane component of binding-protein-dependent transport system
BP0915 unknown probable inner membrane component of binding-protein-dependent transport system
BP0916 unknown putative ATP-binding protein of a transporter (Pseudogene)
BP0918 unknown conserved hypothetical protein
BP0919 gabD putative succinate-semialdehyde dehydrogenase [NADP+]
BP0920 unknown putative exported protein
BP0921 citB citrate utilization protein B
BP0922 unknown conserved hypothetical protein
BP0923 unknown conserved hypothetical protein
BP0924 unknown _putative transcriptional regulator
BP0925 unknown putative fumarylacetoacetate-family hydrolase
BP0926 unknown conserved hypothetical protein
BP0928 unknown LysR-type transcriptional regulator
BP0929 unknown putative membrane protein
BP0O930 unknown putative CoA ligase
BP0O931 unknown putative exported protein
BP0932 unknown conserved hypothetical protein
BP0933 unknown conserved hypothetical protein (Pseudogene)
BP0934 unknown hypothetical protein
BP0938 transposase transposase for 1S481 element
BP1134 transposase | | | [ T T T T T T TJtransposase for 15481 element
BP1135 tauD alpha-ketoglutarate-dependent taurine dioxygenase
BP1136 fecl ( ECF1)| ECF-family sigma factor
BP1137 fecR putative signal transduction protein
BP1138 bfrH putative ferric siderophore receptor
BP1139 unknown putative iron uptake protein
BP1140 unknown putative iron uptake protein (Pseudogene)
BP1141 unknown Mputative iron uptake protein
BP1142 transposase transposase for 1S481 element

PCR validations for RD1 and RD2 for B. pertussis foreign isolates

. absent

present



PCR validations for RD4 on B. pertussis French isolates
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] transposase for 1S481 element
nown () H: | | | | branched-chain amino acid-binding protein
nown () | |putative permease component of branched-chain amino acid transport system
nown () || | I | I | I | | |putative ATP-binding component of branched-chain amino acid ABC transporter
nown () [ | [ |putative ATP-binding component of ABC transporter
nown () ]
nown () |
nown () ]
known () ]
known ()
1 (Birl)
nown ()
nown ()
nown () ]
nown () [ B putative sulfatase
PCR validations for RD4 on B. pertussis foreign isolates
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1 transposase for 15481 element
H H:_ branched-chain amino acid-binding protein
putative permease component of branched-chain amino acid transport system
1 1 | I I | || putative ATP-binding component of branched-chain amino acid ABC transporter
1 putative ATP-binding component of ABC transporter
] cytochrome
receptor
| regulator
I putative regulator
| putative exported protein
Il 1 putative sulfatase
PCR validations for RD4 on B. parapertussis and B. bronchiseptica isolates
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BORDETELLA PARAPERTUSSIS BORDETELLA BRONCHISEPTICA
for 1S481 element.
branched-chain amino acid-binding protein
putative permease component of branched-chain amino acid transport system
putative ATP-binding component of branched-chain amino acid ABC transporter
putative ATP-binding component of ABC transporter
putative cytochrome
probable
putative
for IS1663 element
probable aldehyde dehydrogenase
putative
putative receptor
putative iptional regulator
putative i regulator
putative exported protein
putative sulfatase
PCR validations for RD4
- absent (microarray data) present (microarray data)
I absent (PCR validation) present (PCR validation)

(") results from previous study Caro et al., 2006



Bb isolates

moow-mvwmmn__

moom-mmmmE_

0say as]

Bpp isolates

G002-982¢€ Y|

¥002-222€ Y|

¥002-680€4 4}

£002-200€ ¥4}

Zzgz 1 ddg|

B. pertussis isolates

£002-€1.€ ¥|

§002-L0%€4 4]

5002-6.2€4 |

¥002-26790¥d|

¥002-987804d|

¥002-20Z€ 4|

¥002-92 1 €44}

£002-080€ M|

€002-120€4 4|

0002-60£804d=Z NI

mmmr-rmmmomn_umz_n__

6661-50€904d=9NI4]|

6661-7¥80 ¥4

6661-€v.0 d4|

1661-12€0 ¥4}

9661-20€0 Y|

966 -/820 ¥}

£661-7yNY|

£66-2ZNY|

£66 | -AVH|

2661-/NI4|

2861-vNI|

2€18d1D |eweyo |

Target gene

BPP0533

BPP0825

BPP0944-BPP0945

BPP4297
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RD11
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RD14

PCR validations for RD11, RD12, RD13 and RD14

absent

present

isolates used for the run 454 GS-FLX



