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Supplementary Figure 2. Bayesian phylogenetic trees of tRNA clusters containing split tRNAs. Five tRNA clusters containing split tRNAs and an adjacent tRNA cluster as an outgroup were compared. (A) Phylogenetic tree of initiator tRNAiMet with tRNAeMet as an outgroup. (B) Phylogenetic tree of tRNALys with tRNAAla as an outgroup. (C) Phylogenetic tree of tRNAHis with tRNAThr as an outgroup. (D) Phylogenetic tree of tRNAGlu, tRNAGln and tRNATrp with tRNAArg as an outgroup. 

