
Table S6. AMOVA analysis of 12 pre-molecular markers on 21 linguistic domains of Sardinia

	Marker
	Fixation Index FST 
	P (rand. value > = obs. value) 
	Percentage of variation
	Among populations
	Within populations

	AB0
	0.000
	0.575+-0.006
	
	-0.04
	100.04

	ACP1
	0.002
	0.102+-0.003
	
	0.15
	99.85

	AK1
	0.003
	0.062+-0.002
	
	0.15
	99.85

	C3
	0.002
	0.140+-0.003
	
	0.24
	99.76

	CDE
	0.006
	0.000+-0.000
	
	0.56
	99.44

	DIA
	0.002
	0.096+-0.003
	
	0.23
	99.77

	ESD
	0.004
	0.014+-0.001
	
	0.36
	99.64

	GC
	0.001
	0.311+-0.005
	
	0.08
	99.92

	KELL
	-0.002
	0.780+-0.005
	
	-0.19
	100.19

	MN
	0.002
	0.206+-0.004
	
	0.18
	99.82

	PGM1
	0.001
	0.217+-0.004
	
	0.11
	99.89

	6PGD
	0.001
	0.314+-0.005
	
	0.06
	99.94

	Average over genetic markers
	0.002
	
	
	0.16
	99.84


Values are re-computed using the Arlequin software from the allele frequencies reported in Table 1 on page 130 of Cappello et al. Ann Hum Genet 1996; 60:125-41.
