A.  Selected signature genes distinguishing ascending vs. descending TAA 
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AFF3

AF4/FMR2 family, member 3

NM_002285

2.79

2.27

BACH2

BTB and CNC homology 1, basic leucine zipper transcription factor 2

NM_021813

2.38

2.22

ZNF41

zinc finger protein 41

null

2.33

1.53

ATF2

activating transcription factor 2

NM_001880

2.20

1.58

HIVEP2

human immunodeficiency virus type I enhancer binding protein 2

NM_006734

2.08

1.53

HIVEP1

human immunodeficiency virus type I enhancer binding protein 1

NM_002114

2.00

1.44

ATF1

activating transcription factor 1

NM_005171

1.78

1.33

ORC2L

origin recognition complex, subunit 2-like (yeast)

NM_006190

1.66

1.55

FOXO1A

forkhead box O1A (rhabdomyosarcoma)

NM_002015

1.63

1.48

RAD21

RAD21 homolog (S. pombe)

NM_006265

1.62

1.29

ELF1

E74-like factor 1 (ets domain transcription factor)

NM_172373

1.61

1.35

ELF2

E74-like factor 2 (ets domain transcription factor)

NM_006874

1.59

1.35

MCM3

MCM3 minichromosome maintenance deficient 3 (S. cerevisiae)

NM_002388

1.57

1.45

RPA1

replication protein A1, 70kDa

NM_002945

1.52

1.53

ZNF217

zinc finger protein 217

NM_006526

1.46

2.02

JMJD1A

jumonji domain containing 1A

NM_018433

1.44

1.55

SUPT16H

suppressor of Ty 16 homolog (S. cerevisiae)

NM_007192

1.43

1.63

CCNG1

cyclin G1

NM_004060

1.39

1.53


B. Selected signature genes distinguishing familial vs. sporadic TAA
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PIAS2

protein inhibitor of activated STAT, 2

NM_004671

1.50

1.45

SWAP70

null

NM_015055

1.48

1.49

CSNK1A1L

casein kinase 1, alpha 1-like

NM_145203

1.45

1.21

ERCC5

excision repair cross-complementing rodent repair deficiency, complementation group 5 (xeroderma pigmentosum, complementation group G (Cockayne syndrome))

NM_000123

1.44

1.38

AGGF1

angiogenic factor with G patch and FHA domains 1

NM_018046

1.40

1.34

GPI

glucose phosphate isomerase

NM_000175

1.36

1.41

PGAM1

phosphoglycerate mutase 1 (brain)

null

1.36

1.12

TNKS2

tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase 2

null

1.35

1.34

MCM5

MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)

NM_006739

1.31

1.32

PIAS1

protein inhibitor of activated STAT, 1

NM_016166

1.31

1.20


