A

EGFP-BC1FL DNA construct (pNEBC1)

tgggaagggcgatcggtgcgggcctcttcgctattacgccagctggcgaaagggggatgtgctgcaaggcgattAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAAGTTGGGATCTTTGCATTGGCCCACGGCTCTCAGGATGGGGATGCTCCCCTTCAGCACCCGGTTCCCCTTGGAAACTGATGGTCCTGGCTCTGTGGCATGGCAGTGGCACTGTGAGGAGCCCCCTACCAGCAGCACACAGTGGGGTTGGCACTGCCACGCTCCGGATGCCGCGCTCTGATCCAACCCCATAATCAAGGGAACCCGAATTGCCCCATCATTGCCCCCACCACCCCCATCCTGCCGGGCCCTCACACCCCACGCTGCCTTCTGGTGACATTCCCCAGCCCAAACCCACGGCTTCATGGCTACCGCGGGGCATTTCCCATTGCCGCCCCATTATCAGCTCTGCACACCTCCCGCTGTACCCATGCCTCGTGGCTGCCCTTCTTTGACGTATAATCTTCTAATTAATACCCGGCCTTGTCAAAGTGGAGCACAAACGTTAATTAATTCCCCAGCAGGCAGGTAATTAACAGTGTGACTCCCTTTTTGCTGCGAGTGGGGCTGATACAGAGAGATGTGGCACTATGGAGCCCACGGGGTCCTGGCACTGGGTGCCCACGGAGGTCCCCATGTGCTGCAGTGTCACCGCCTCCGAGGAGACAGTATTGTCCCTGCGGTGTCCCTGCAGCTCAGCTCTGTCCACAGGGCCACCTCCAGTTTGGAGGGGACACAATGCAGCCCCGATGCAACCCATCCTCGCAGCATCCCAGGGACAAAGACCCCACTGCAAGACCGCACACAGGGCTGGGTCCCGCTCCCCTAATATCTACAGTGCTTCTTGCATGGCCCCTTAATCAATGCAGTTAATCAGCATGCGCTCATGCACCGCTCTGGAGCTGCAAAGCCCCTCGCAGCGCTGCTCACCAACACCGCGCACCGCCCCTGCCCAGCCTGCAGCACGCGCTGCAAACAGGAAAGAAACAAAATATTGCCCAAATGTAGGCAAAGGCATTCGGCTGCCTTGACCTCCGCCGGGCCGGGCCCTGCCTGACTCAGCTCCTTACTCAGCGCTCGCTTCCTCCCTCCGGCTGCCACCGCCGCAGCGCACACCCTGACAAAGAGTGGCCCTTAACGGGCTCTGAGGTGCACCCAGCAGTGCACTCAGCAGTCCAAGGGCCGGCCTGGAGGTTTGCACCGCTACGTGCTGACATTAGCATTGAACTTGGCCCTGGGTAGTGCTGCAGGCCGGGCGGGGTGGGTGTAGAGAGTGCAGCGCGCGTTGCACCCGGTGCCCCTTCCCCTCCCTTGCATCCCAGCAGGCTGCACCCCAGCACCAGGCCCGTGCATGCATGCTCCTGGTGTTATTGCAGCCTGGTGCATGCATGCGTCTTGATGGTGCAGCGCTGTGCATGCATCCTCCTTGGTGTGTAGCAGTCTAGTGCATGCATACCCCTCGGTGTTATTGCTGCTCTGTGCACGCACGCTCATTGTATCACTTCATCCCAGTGCATGCACTCACACTGGAGCGATTGCTGCTCGGTGCACGCACACTCATTGTATCACTGCAGCTCAGTGGCTGCACGCACACCGGTGTTATTGCTGCTCGGTGCGTGCATGCACATCAGTGTCGCTGCAGCTCAGTGCATGCACGCTCATTGCCCATCGCTATCCCTGCCTCTCCTGCTGGCGCTCCCCGGGAGGTGACTTCAAGGGGACCGCAGGACCACCTCGGGGGTGGGGGGAGGGCTGCACACGCGGACCCCGCTCCCCCTCCCCAACAAAGCACTGTGGAATCAAAAAGGGGGGAGGGGGGATGGAGGGGCGCGTCACACCCCCGCCCCACACCCTCACCTCGAGGTGAGCCCCACGTTCTGCTTCACTCTCCCCATCTCCCCCCCCTCCCCACCCCCAATTTTGTATTTATTTATTTTTTAATTATTTTGTGCAGCGATGGGGGCGGGGGGGGGGGGGGCGCGCGCCAGGCGGGGCGGGGCGGGGCGAGGGGCGGGGCGGGGCGAGGCGGAGAGGTGCGGCGGCAGCCAATCAGAGCGGCGCGCTCCGAAAGTTTCCTTTTATGGCGAGGCGGCGGCGGCGGCGGCCCTATAAAAAGCGAAGCGCGCGGCGGGCGGGAGTCGCTGCGTTGCCTTCGCCCCGTGCCCCGCTCCGCGCCGCCTCGCGCCGCCCGCCCCGGCTCTGACTGACCGCGTTACTCCCACAGgtgagcgggcgggacggcccttctcctccgggctgtaattagcgcttggtttaatgacggctcgtttcttttctgtggctgcgtgaaagccttaaagggctccgggagggccctttgtgcgggggggagcggctcggggggtgcgtgcgtgtgtgtgtgcgtggggagcgccgcgtgcggcccgcgctgcccggcggctgtgagcgctgcgggcgcggcgcggggctttgtgcgctccgcgtgtgcgcgaggggagcgcggccgggggcggtgccccgcggtgcgggggggctgcgaggggaacaaaggctgcgtgcggggtgtgtgcgtgggggggtgagcagggggtgtgggcgcggcggtcgggctgtaacccccccctgcacccccctccccgagttgctgagcacggcccggcttcgggtgcggggctccgtgcggggcgtggcgcggggctcgccgtgccgggcggggggtggcggcaggtgggggtgccgggcggggcggggccgcctcgggccggggagggctcgggggaggggcgcggcggccccggagcgccggcggctgtcgaggcgcggcgagccgcagccattgccttttatggtaatcgtgcgagagggcgcagggacttcctttgtcccaaatctggcggagccgaaatctgggaggcgccgccgcaccccctctagcgggcgcgggcgaagcggtgcggcgccggcaggaaggaaatgggcggggagggccttcgtgcgtcgccgcgccgccgtccccttctccatctccagcctcggggctgccgcagggggacggctgccttcgggggggacggggcagggcggggttcggcttctggcgtgtgaccggcggggtttatatcttcccttctctgttcctccgcagCCCCCAAGCTTGGGCCCCCGCCAGCCATGATCGATGATATCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAAAGCGGCCGCGACTCTAGAGGGGTTGGGGATTTAGCTCAGTGGTAGAGCGCTTGCCTAGCAAGCGCAAGGCCCTGGGTTCGGTCCTCAGCTCCGAAAAAAAAAAAAAAAAAAAAAAGACAAAATAACAAAAAGACCAAAAAAAAACAAGGTAACTGGCACACACAACCTTTTGATCATAATCAGCCATATCACATCTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGgatccccgggtaccgagctgtcgcgacagctcgaattcgtaatcatggtcatagctgtttcctgtgtgaaattgttatccgctcacaattccacacaacatacgagccggaagcat
B

EGFP-BC1FL processed transcript (from construct pNEBC1)

AGUCGCUGCGUUGCCUUCGCCCCGUGCCCCGCUCCGCGCCGCCUCGCGCCGCCCGCCCCGGCUCUGACUGACCGCGUUACUCCCACAGCCCCCAAGCUUGGGCCCCCGCCAGCCAUGAUCGAUGAUAUCACCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGUGCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGCGAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCGGCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUGCUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCGAAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGCGCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCGACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCACAACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCGCCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCAUCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCUGAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCCGCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAAGCGGCCGCGACUCUAGAGGGGUUGGGGAUUUAGCUCAGUGGUAGAGCGCUUGCCUAGCAAGCGCAAGGCCCUGGGUUCGGUCCUCAGCUCCGAAAAAAAAAAAAAAAAAAAAAAGACAAAAUAACAAAAAGACCAAAAAAAAACAAGGUAACUGGCACACACAACCUUUUGAUCAUAAUCAGCCAUAUCACAUCUGUAGAGGUUUUACUUGCUUUAAAAAACCUCCCACACCUCCCCCUGAACCUGAAACAUAAAAUGAAUGCAAUUGUUGUUGUUAACUUGUUUAUUGCAGCUUAUAAUGGUUACAAAUAAAGCAAUAGCAUCACAAAUUUCACAAAUAAAGCAUUUUUUUCACUGC
C

EGFP-ID1 processed transcript (from construct pNEID1)

AGUCGCUGCGUUGCCUUCGCCCCGUGCCCCGCUCCGCGCCGCCUCGCGCCGCCCGCCCCGGCUCUGACUGACCGCGUUACUCCCACAGCCCCCAAGCUUGGGCCCCCGCCAGCCAUGAUCGAUGAUAUCACCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGUGCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGCGAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCGGCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUGCUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCGAAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGCGCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCGACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCACAACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCGCCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCAUCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCUGAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCCGCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAAGCGGCCGCGACUCUAGAGGGGUUGGGGAUUUAGCUCAGUGGUAGAGCGCUUGCCUAGCAAGCGCAAGGCCCUGGGUUCGGUCCUCAGCUCCGAAAAAAAGAACCAAAACUGAUCAUAAUCAGCCAUAUCACAUCUGUAGAGGUUUUACUUGCUUUAAAAAACCUCCCACACCUCCCCCUGAACCUGAAACAUAAAAUGAAUGCAAUUGUUGUUGUUAACUUGUUUAUUGCAGCUUAUAAUGGUUACAAAUAAAGCAAUAGCAUCACAAAUUUCACAAAUAAAGCAUUUUUUUCACUGC
D

EGFP-ID2 processed transcript (from construct pNEID2)

AGUCGCUGCGUUGCCUUCGCCCCGUGCCCCGCUCCGCGCCGCCUCGCGCCGCCCGCCCCGGCUCUGACUGACCGCGUUACUCCCACAGCCCCCAAGCUUGGGCCCCCGCCAGCCAUGAUCGAUGAUAUCACCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGUGCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGCGAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCGGCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUGCUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCGAAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGCGCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCGACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCACAACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCGCCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCAUCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCUGAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCCGCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAAGCGGCCGCGACUCUAGAGGGGUUGGGGAUUUAGCUCAGUGGUAGAGCGCUUGCCUAGCAAGCGCAAGGCCCUGGGUUCGGUCCCCAGCUCCGAAAAAAAGAACCAAAACUGAUCAUAAUCAGCCAUAUCACAUCUGUAGAGGUUUUACUUGCUUUAAAAAACCUCCCACACCUCCCCCUGAACCUGAAACAUAAAAUGAAUGCAAUUGUUGUUGUUAACUUGUUUAUUGCAGCUUAUAAUGGUUACAAAUAAAGCAAUAGCAUCACAAAUUUCACAAAUAAAGCAUUUUUUUCACUGC
E

EGFP-ID4 processed transcript (from construct pNEID4)

AGUCGCUGCGUUGCCUUCGCCCCGUGCCCCGCUCCGCGCCGCCUCGCGCCGCCCGCCCCGGCUCUGACUGACCGCGUUACUCCCACAGCCCCCAAGCUUGGGCCCCCGCCAGCCAUGAUCGAUGAUAUCACCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGUGCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGCGAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCGGCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUGCUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCGAAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGCGCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCGACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCACAACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCGCCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCAUCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCUGAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCCGCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAAGCGGCCGCGACUCUAGAGGGGCUGGGGAUUUAGCUCAGUGGUAGAGCGCUUACCUAGGAAGCGCAAGGCCCUGGGUUCGGUCCCCAGCUCCGAAAAAAAGAACCAAAACUGAUCAUAAUCAGCCAUAUCACAUCUGUAGAGGUUUUACUUGCUUUAAAAAACCUCCCACACCUCCCCCUGAACCUGAAACAUAAAAUGAAUGCAAUUGUUGUUGUUAACUUGUUUAUUGCAGCUUAUAAUGGUUACAAAUAAAGCAAUAGCAUCACAAAUUUCACAAAUAAAGCAUUUUUUUCACUGC
F

EGFP-1DI processed transcript (from construct pNE1DI)

AGUCGCUGCGUUGCCUUCGCCCCGUGCCCCGCUCCGCGCCGCCUCGCGCCGCCCGCCCCGGCUCUGACUGACCGCGUUACUCCCACAGCCCCCAAGCUUGGGCCCCCGCCAGCCAUGAUCGAUGAUAUCACCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGUGCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGCGAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCGGCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUGCUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCGAAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGCGCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCGACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCACAACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCGCCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCAUCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCUGAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCCGCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAAGCGGCCGCGACUCUAGAGUUUUGGUUCUUUUUUUCGGAGCUGAGGACCGAACCCAGGGCCUUGCGCUUGCUAGGCAAGCGCUCUACCACUGAGCUAAAUCCCCAACCCCUGAUCAUAAUCAGCCAUAUCACAUCUGUAGAGGUUUUACUUGCUUUAAAAAACCUCCCACACCUCCCCCUGAACCUGAAACAUAAAAUGAAUGCAAUUGUUGUUGUUAACUUGUUUAUUGCAGCUUAUAAUGGUUACAAAUAAAGCAAUAGCAUCACAAAUUUCACAAAUAAAGCAUUUUUUUCACUGC
G

EGFP-3’UTR of (-CaMKII processed transcript (from construct pNECKu)

AGUCGCUGCGUUGCCUUCGCCCCGUGCCCCGCUCCGCGCCGCCUCGCGCCGCCCGCCCCGGCUCUGACUGACCGCGUUACUCCCACAGCC

CCCAAGCUUGGGCCCCCGCCAGCCAUGAUCGAUGAUAUCACCAUGGGGCCCAAGAAGAAACGCAAAGUGGGAAGCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGUGCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGCGAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCGGCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUGCUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCGAAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGCGCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCGACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCACAACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCGCCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCAUCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCUGAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCCGCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAAGCGGCCGCUCGACGGUAUCGAUAAGCUUGAUAUCGAAUUCGGCACGAGCUGGACUUUCAUCGAUUCUAUUUUGAAAACCUGUGGUCCCGGAACAGCAAGCCCGUGCACACCACCAUCCUGAACCCUCACAUCCACCUGAUGGGUGACGAGUCAGCCUGCAUCGCCUACAUCCGCAUCACUCAGUACCUGGAUGCGGGUGGCAUCCCCCGCACGGCCCAGUCAGAGGAGACCCGUGUCUGGCACCGCAGGGAUGGAAAAUGGCAGAUCGUCCACUUCCACAGAUCUGGGGCGCCCUCCGUCCUGCCCCAUUGAAGGACCAGGCCAGGGUCCCUGCGCUCUUGCUUCGCAGAGAUCCAUUCUUUGUCCAUGGAAUGUGGCUGCUGGCUCUCCCUUGGAUGUUGCUGGAAUUCUCCCUGUCCUAUCACCCUACCGUUGCCAUCUCUGUAUUUGCAUCAUGGAAGCCUGCUUGUUCACAGAAGCCCUCAUGACGUCACAGCGAAUGGCCAGCUCUCUCCAGCUCCACUGCCCACGCUCUUCCUGCCAGUGGGGACCUUCUUCAGGCUUGAGUACCCAGGGUGCUGGCCCCAGGAACCCCCAUCCCCUACCCACUCUUGUUAGCCUGGCCUAGCUUUGGCCCUAAAUGAGGAGGCCCCAGCUGUGCAUUUGGCAGGAAGUAAGGCAAGGAGAGGAGGGCGAGCUGUGACCAGGGCCCCUCUUGUCAGUUCCUUCCCUUCUGGGGUCCCUGGGGAAGCGUAGAUGAGCCCCUCAGUCUCCAAGCCAACUCCUUAUAAGGGAGACUGAGAGAGGAGUCAACACCAGGAACUGCUAAUCUCAUCUGCUCCCCUCUGGGCUGGCCUUGCGUUUGAUCAGACCAUCCACCAUGGGGGAAGAGAGGGAGUGGGCUCUACGGUCUGUCCAGGUACCCCACUCACUGCCUCAGUCCGUCUGUGAAGUUUGUCUCCAGUGUUGACCCACCCACCCUGCCCUUCAACGUCCUUGGAGAAUUCCAGCCUCAUCUGUCUAAGAGGAGAUCUGAUGGUGUUUCAGGGGCAAUAGCAAGCAACACUUAGGUAUCACUUCUACUUGGACGCAUGCCUUUUUACAGCCAAACCUCUGUGUAUUUCGUAAAUGGAUUUUGCGUUAACGGACAUUUAUGUGAUAACUAGACCUCUCAAGUUAUUGUAAAGAGUCGGAUGGGUUGGGAAGUGGGUGGGAAGAGGAGUGAGGGGAAGUUUUUACCCUGUUCCAGAGGGUUUUUUUUGGGGGGGAGAGUCUUUUCUGGGGUGGCCUCAGCUCCCCCACCCCCCCACCAGGGAGCACGUCUUCCUUCCAUUCUGGUCCCCAAGGUCAGCUGACAAGAUCUCUUCCAGAGCCAGCAUGACUAACACACAGUGAGUCAGGGCAGGGGAGGCCAUCAGGAUGGGAACAUCCAGACUUGGUAUCUCUGGAACUGGAGAUCUCACUACCCUACUUCCUGGGAAAUCUUUCUCCAAAUCUUCGUGCUCUCCCUCCCCAUCCCGGUGCCGCUCACUACCAUCUGGGUACCUCAUUCCCAUUGCCUCUCUCAACUCGGCCAAGCAAGAGUACCAGAAACUUAUUUUCCUACUUCACGCUGAAUUUGGGCUGGUGUGCGCUCUUAAUUGCGCUUGCCUGAUUGCCCGGCCUCCCUCCCCCAGCCCCCCCUACCCCCUUCCUCUCUUUCCCCUCUCCCUUCCUUUCUCUUUCUCUUCCUCUCUCUCCAUCUUCCUGGGUUUGGUUCUUAUAUGGAAUGCUGUGUCUCAUCCACGGGGAUCCCUUGUCUGCACUGUUUUCUUUGCAUGACUUUAUAUGCAGUAAGUAUGUUGAGAAAAAAAAGAGCAAAGACAAAAAAGAAGAAAAACACUCAGCAAAAUCAAACGACACGUUUUGGACAAAAAAUAUAAUAAUAACAUUCAAGGUUAUAUUCUCAGUGUCCAACUUGGAAUUACGUUGCUGCCUCUCUGUGCUUUUGGUCUCUGUGUGGCUGUGUUUUGCCAGCAUGAGACCCUGUCCCCUCUGGAGGUUUCUAGGGGAGGAAGAGCCGUGUGUCGGGGGGGGGGGUUGGAGACAGCUUUGUCCUCUCAGCUUUUUGGGGGGGUUGAUUGGAGCAGAAGUGGAAGGGGAUGUUUAAUCCAGAACUUUCUGGUAUUUCCCUUUCUCCCACGCAGUGAGCUAUACGCUGGGCUCUUCUCUCAAAUCCUGCUGCCCAGGGACAAGUAUAGGGUAGAAGGGUGGCCCUAUUGUCUAAGCCACUCCACUGUAGCCCUCUGCCUUUGGUAGAGACACUGCUACCCAGACCCAAGAAUGGGCCCUUGUCCCACCCCAGAUCUAGGCUUCUUCAUAAGGCUCAGCAAACUCAUUGUCCCCAGCCAUUCCCCCACUAAAGGUAAAAGAAGGUGUGGCCUUUACCAGGGGACACUGCGAUUAUCAAUCAAGCCCUCUUCAAGCCUCAGUUUCACCACCAAUGUUCCUACCCAGACUGAUGGAAGGUCAAACUAAAUGAUGUCACAAGUGCACACCAUCUUUGAGAACUUGCUGGGUUUGUCACUGGCUGGCCUUCUUAUGCACCAGGCCCGGCCAAUUCCCAUCUUUUCCCCUGUGUGCCCCCUCAUUUUCCUAUUUGGUGCCAGUCUGUUGAAGACCAGCAACAAAUGCAGGGGAAAGAAGUGUCUGGGGGCUUUGGUAGGCUUUGACCCCCCGUUCUGAUCAGAAGGGCUGUGUGGCUUUGGGUGAGUCCUGUGCCCUCCUGGGGCCUUAGUUUCCUCAGCCAGAAGAUGCCUAUGCCCUGCCUUCUGUUGGCUAACAUGCCCCUGUCCACUGUGUGCCUGUCCACAUGUGGAGAAGUGGAGGCAGGUCCCUGCCCCAGUCUGAGACGGCCCGCUCUGCAGAGGCCGCUCCUGUGGGUGGGCAGCCAACUCAUGUAGACCUUGGGACACUACAAUGGCCCCAAGGUAGCAGGCAGGGGAACUGGCAGAAAAACUGCCCUCCUCAGACAAGCUUCAUGCUCCUUCCAAAUACCCUCCAGAUGAAAAAAGAGAGAGAGAGAAACAGAGUCAAGUCACAUUUAUAGGAAAAGCAUCUCCAGGCAUAUGUGCCGUAGCUCAAAUCCUGCCCCAUGGCUUCCCCACCCCCUUCAAAGGGAGAGUCUUGGGGGAAUUUGUUUGCCAGGCCCCGUGCUGACUUCUUUGUUACUACUUGUUUAGGGUUUUGUUCUAGUUCUCUCUCUCUCUCUCUCUUUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUCUUUCUUUUUUAUUAUGUGGCUGUGAACUUGAAUGACCAUUGCUCAAACUUUCUGCUACUGGGGGUGGGGUGGGGGAGGGGAGAAGAGACGUCUGUUUUAUUCUUGGUGUUUUCAGUGGAAUAAAUAGCUACAAAUUUAAAAAAAAAAAUCGGCACGAGCUCGUGCCGAAUUCCUGCAGCCCCGGGGGAUCCACUAGUUCUAGAGCGGCCGCGACUCUAGAUAAGUAAUGAUCAUAAUCAGCCAUAUCACAUCUGUAGAGGUUUUACUUGCUUUAAAAAACCUCCCACACCUCCCCCUGAACCUGAAACAUAAAAUGAAUGCAAUUGUUGUUGUUAACUUGUUUAUUGCAGCUUAUAAUGGUUACAAAUAAAGCAAUAGCAUCACAAAUUUCACAAAUAAAGCAUUUUUUUCACUGC
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