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Figure S10. Whereas the nramp gene of D. radiodurans is essential, the fur gene is dispensable. Structure of D. radiodurans mutants. A, DR1709 (nramp) (heterozygous). Note, the diagnostic wild-type 1429 bp band remains in the mutant. B, DR0865 (fur) (homozygous). Note, the wild-type 1471 bp band is absent. Within each panel: top left, predicted DNA band sizes of wild-type (ATCC BAA-816); bottom, predicted disrupted sequence following cleavage with the indicated restriction endonuclease; right, Southern blot analysis of indicated mutant using diagnostic 32P-labeled probes (wavy lines). ATG, start of gene. TGA/TAA, end of gene. Genes were disrupted by tandem-duplication insertion as described previously [S3] using pCR2.1 (Invitrogen, CA). Abbreviations: L, DNA size markers (kb); wt, wild-type (ATCC BAA-816); m, mutant.
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