
Figure S3. Genomic regions GP5+/6+ aligned for 40 genotypes detected by either CSP-CIPer or GP5+/6+ PCR (Table 1).
Alignment was performed and displayed with ClustalX (http://www.biodirectory.com/biowiki/ClustalX). The targeted region
flanking the two primers varies between 90-100 base pairs depending on genotype characteristics, and is represented in the
figure with three Ns.


