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Figure S2. Agarose gel stained with ethidium bromide for fragment size determination and pyrograms for HPV
genotypes -16 and -18. Amplicon sizes appear in the expected size of 185 base pairs for HPV-16 and 188
base pairs for HPV-18. The negative controls for the ClPer reaction (“CIPer-") and PCR (“PCR-") show no
significant amplification. Pyrograms derived from multiple sequencing primers MSP-16 and MSP-18 (Table S1)
validate the expected sequence.



