
Table S2. Average frequencies for radical and conservative amino acid replacements 

Replacement Position1position2position3 All Position1position2position3 All
Radical 80 99 69 247 284 353 231 868

Conservative 254 84 90 428 453 154 219 826
Sum 333 183 159 675 737 507 450 1694

% Radical 24 54 43 37 39 69 51 51
% Conservative 76 46 57 63 61 31 49 49

% Radical 48 78 52 58 46 75 55 60
% Conservative 52 22 48 42 54 25 45 40

Data from pairwise comparison of Ymf and KPC genes in Tetrahymena Mt genomes; 
codons with one nucleotide substitution (top).
codons with two and three nucleotide substitutions added (bottom).
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