Table S1. Marginal dependence between various orthology/homology detection methods
	        MIa    CCsb
	RIO
	Ortho-

strapper
	RSD
	RBH
	Inpara-

noid
	Ortho-

MCL
	KOG
	SBH
	BLASTP
	TribeMCL

	
	
	
	
	
	
	
	
	
	
	

	RIO
	
	0.07 
	0.03 
	0.04 
	0.05 
	0.07 
	0.06 
	0.05 
	0.03 
	0.02 

	Orthostrapper
	0.38 
	
	0.10 
	0.13 
	0.16 
	0.16 
	0.13 
	0.13 
	0.07 
	0.05 

	RSD
	0.24 
	0.44 
	
	0.28
	0.20 
	0.19 
	0.13 
	0.20 
	0.12 
	0.07 

	RBH
	0.29 
	0.50 
	0.72
	
	0.24 
	0.31
	0.16 
	0.30
	0.16 
	0.11 

	Inparanoid
	0.31 
	0.56 
	0.61 
	0.67 
	
	0.35
	0.22 
	0.26
	0.17 
	0.14 

	OrthoMCL
	0.34 
	0.55 
	0.57 
	0.71
	0.77
	
	0.26
	0.31
	0.21 
	0.18 

	KOG
	0.30 
	0.48 
	0.44 
	0.51 
	0.60 
	0.67
	
	0.25
	0.18 
	0.17 

	SBH
	0.30 
	0.49 
	0.55 
	0.68
	0.67
	0.74
	0.67
	
	0.31
	0.20 

	BLASTP
	0.22 
	0.34 
	0.40 
	0.48 
	0.52 
	0.60 
	0.61 
	0.71
	
	0.34

	TribeMCL
	0.19 
	0.30 
	0.34 
	0.42 
	0.48 
	0.55 
	0.58 
	0.60 
	0.82
	     


aMI, mutual information.  The mutual information between variables A and B (in this study, A and B represent two methods’ prediction results) is calculated as 
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 are marginal and joint probability distributions, respectively].  The ten highest values are underlined.

bCCs, Pearson correlation coefficients.  The ten highest values are underlined.
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