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Table S1.Y-STR profiles in the Antemoro

Groupe ID (Ho) DYS393 DYS390 DYS19 DYS391 DYS385ab DYS3 DYS3891 DYS392 DYS389ll DYS458 DYS437 DY8&8 YGATAH4 DYS456 DYS438 DYS635
Ampanabaka  MA301 (Elbla) 13 21 15 10 17,18 11 13 11 31 15 14 21 12 15 11 21
MA302 (Elbla) 13 21 15 10 16,18 11 13 11 31 15 14 21 12 15 11 21
MA303 (Elbla) 13 21 15 10 16,18 11 13 11 31 15 14 21 12 15 11 21
MA304 (Elbla) 14 21 17 10 17,19 12 13 11 30 17 13 21 11 15 11 21
MA306 (Elbla) 13 21 15 10 17,18 12 13 11 31 15 14 21 13 15 11 21
MA307 (O1a2) 13 23 15 10 13,14 11 12 14 28 17 14 16 11 15 10 22
MA309 (Elbla) 13 21 15 10 17,18 11 13 11 31 15 14 21 12 15 11 21
MA310 (Elbla) 13 21 15 10 16,18 11 13 11 31 15 14 21 12 15 11 21
MA311 (Elbla) 13 21 15 11 16,18 11 13 11 30 16 14 21 12 16 11 21
MA312 (Elbla) 13 21 15 10 16,18 11 13 11 31 15 14 21 12 15 11 21
MA313 (Elbla) 13 21 15 10 17,17 13 13 11 31 16 14 21 13 15 11 22
MA314 (Elbla) 13 21 15 10 17,18 11 13 11 31 15 14 21 12 15 11 21
MA315 (Elbla) 13 21 15 10 17,18 11 13 11 31 15 14 21 12 15 11 21
MA316 (Elbla) 13 21 15 10 16,2 12 13 11 31 18 14 21 13 15 11 22
MA319 (Elbla) 13 22 15 10 16,17 12 14 12 33 17 14 21 10 15 11 21
MA321 (Elbla) 13 21 15 10 14,18 12 14 11 32 15 14 20 11 15 11 21
MA322 (Elbla) 13 21 15 11 16,17 11 13 11 31 16 14 21 12 15 11 21
MA323 (O1a2) 14 23 15 10 13,14 11 12 14 28 18 14 16 12 16 10 21
MA325 (Elbla) 14 21 17 11 15,19 12 13 11 31 17 13 21 11 15 11 21
MA326 (Elbla) 14 21 15 11 15,2 13 13 11 30 16 14 21 11 15 11 23
MA327 (Elbla) 13 21 15 10 16,18 11 13 11 30 15 14 21 12 15 11 21
MA328 (O1a2) 13 23 16 10 14,15 11 12 14 29 19 14 16 12 15 10 22
MA329 (Elbla) 13 21 15 10 16,18 11 13 11 31 15 14 21 12 15 11 21
MA330 (O1a2) 13 23 16 10 13,14 11 12 14 28 18 14 16 12 15 10 21
MA332 (Elbla) 13 21 15 11 16,17 11 13 11 31 16 14 21 12 15 11 22
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Table S2.Database used for the analysis of Y haplogroupuiacies

Geographic Population n References
group

Africa CWS Angola Cabinda 74 [1]
Africa CWS Angola Nyaneka-Nkumbi 75 [2]
Africa CWS Angola Ovimbudu 96 [2]
Africa CWS DRC (Pygmées Mbuti) 99 [3]
Africa CWS South AfricalKung 100 [3]
Africa CWS South Africakhwe 101 [3]
Africa CWS Rwanda Hutu 98 [4]
Africa CWS Rwanda Tutsi 100 [4]
Africa CWS Eastern Zambia 69 [5]
Africa CWS Western Zambia Bantu west 197 [5]
Africa CWS Western Zambia Bantu east 283 [5]
Africa CWS Equatorial Guinea(estimation) 101 [6]
Africa CWS Benin 78 [7]
Africa CWS Burkina Faso Fulbe 100 [3]
Africa CWS Burkina Faso Mossi 99 [3]
Africa CWS Burkina Faso Rimaibe 99 [3]
Africa CWS Cameroon Bakola 100 [3]
Africa CWS Cameroon Bamileke 100 [3]
Africa CWS Cameroon Daba 100 [3]
Africa CWS Cameroon Ewondo 100 [3]
Africa CWS Cameroon Fali 100 [3]
Africa CWS Cameroon Fulbe 101 [3]
Africa CWS Cameroon various Adamawa 102 [3]
Africa CWS Cameroon various Chadic 102 [3]
Africa CWS Cameroon Nilo-Sahara 99 [3]
Africa CWS Cameroon Tali 101 [3]
Africa CWS Cameroon Uldeme 100 [3]
Africa CWS Central Africa Republic Lissongo 140 [3]
Africa CWS Cabo Verde Northern 101 [8]
Africa CWS Cabo Verde Southern 100 [8]
Africa CWS Benin Fon 100 [4]
Africa CWS Cameroon Bantu 99 [4]
Africa CWS Senegal various 139 [9]
Eastern Africa Tanzania Datoga 101 [10]
Eastern Africa Tanzania Hadzabe 99 [10]
Eastern Africa Kenya Bantu 81 [4]
Eastern Africa Tanzania Wairak 100 [4]
Eastern Africa  Somalia various Danish 196 [11]
Eastern Africa Kenya 79 [12]
Eastern Africa Karamoja, Uganda 118 [13]
Eastern Africa Kenya Maasai 79 [5]
Eastern Africa Ethiopia Jew 101 [3]




Eastern Africa
Eastern Africa
Eastern Africa
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Northern Africa
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West Indian
Ocean islands
West Indian
Ocean islands
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West Indian
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Ethiopia Amhara
Ethiopia Oromo
Ethiopia Omo valley
Somalia

Namibia

Egypt

Algeria various

Lybia Arabs (estimation)

Morocco Arabs
Morocco Berbers
Morocco

Tunisia

Pakistan

Naikpod

Andh

Pardhan
Mahadeokoli
Thakar

Muslim Shia
Muslim Sunni
Northern India
Northesternindia
Eastern India
Southern India
Central India
Western India
Northern Portugal
Southern Portugal
Portugueses Jew
France

Basque

East Andalusia
Galicia
Northwestern Castilla
Antandroy

Antanosy

Comoros

Mikea Mikea-vezo
Vezo Northern Tulear
Vezo Southern Tulear

HighlandsMadagascar

48
78
98
201
136
147
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51
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312
148
176
68
53
128
50
48
161
129
80
87
128
303
71
59
60
78
86
57
116
95
88
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46
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32

35

[0l
[0l
[5]
[14]
[12]
[14]
[15]
[16]
(3]
(3]
[17]
[18]
[14]
[19]
[19]
[19]
[20]
[20]
[21]
[21]
[22]
[22]
[22]
[22]
[22]
[22]
[23]
[23]
[24]
(Balaresque, unpublished)
[23]
[23]
[23]
[23]
[25]

(25]
[26]
[27]
[27]
[27]

(28]




Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Oceania
Oceania
Oceania
Oceania
Oceania
Oceania
Oceania
Oceania
Oceania
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia

Israel Druzes Galilee
Palestinian

Koweit Bedouins

Sogotra various

Saudi Arabia

Qatar

UAE

Oman

Yemen

Liban

Jordan

Irak

Iran

Syrians

Iranians

Cypriots

Turks various

Turks Anatolie

Vanuatu-Maewo

South western New Guinea Una
Papouasie New Guinea Trobriand
Papouasie New Guinea Kapuna
Cook

Futuna

Fidji

Tuvalu

Western Samoa

Nias

Philippines

Vietnam

Bali

Java

Bornéo

Nias

Mentawai

Flores

Sulawesi

Sumba

Lembata

Adonara (Austronesian language )
Flores (Austronesian language )
Solor (Austronesian language )
Sumatra

Java

Negritos

173
290
148
63
157
72
164
121
62
916
146
203
150
518
324
165
58
488
44
46
53
46
66
50
94
100
61
407
48
70
641
61
86
60
74
394
54
350
92
96
71
43
56
53
180

[29]
[17]
[30]
(31]
[14]
[14]
(32
(32
(32
[33]
[34]
[35] [36]
[37]
[17][38]
[39]
[38]
[35]
[40]
[41]
[42]
[42]
[42]
[42]
[42]
[42]
[42]
[42]
[43]
[41]
[41]
[41]
[41]
[41]
[41]
[41]
[41]
[41]
[41]
[41]
[44]
[44]
[44]
[42]
[42]
[45]
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Southern Asia
Southern Asia

Non Negritos
Malaysia

210  [42]

32

[41]

Table S3. Database used for the analysis of the seven Y 18diRers

Geographic group Population n References
West Indian Ocean  Antandroy 46 [25]
islands

West Indian Ocean  Antanosy 47  [25]
islands

West Indian Ocean  Antaisaka 8 [25]
islands

West Indian Ocean  Merina 9 [25]
islands

West Indian Ocean ~ Comoros 291  [26]
islands

West Indian Ocean  Mikea 59 [27]
islands

West Indian Ocean ~ Vezo Northern Tulear 16 [27]
islands

West Indian Ocean ~ Vezo Southern Tulear 32 [27]
islands

West Indian Ocean  Tsimahafotsy 5 [27]
islands

West Indian Ocean ~ Andriana 21 [27]
islands

Africa CWS Equatorial Guinea 101 [6]
Africa CWS Gabon 828  [46]
Africa CWS Benin 78 [71
Africa CWS Ivory coast 90 [7]
Africa CWS African Central Republic 165 [47]
Africa CWS Guinea-Bissau 161 [48]
Africa CWS Burkina Faso 323 [5]
Africa CWS Mozambique 154 [49]
Africa CWS Angola Nyaneka 75 [2]
Africa CWS Angola Ovimbudu 96 [2]
Africa CWS Angola various 65 [2]
Africa CWS Zambia Eastern 88 [5]
Africa CWS Zambia Western Bantu east 263  [5]
Africa CWS Zambia Western Bantu west 192 [5]
Africa CWS Namibia 54 [50]
Eastern Africa Ethiopia Omo valley 67 [5]
Eastern Africa Kenya Massai 55 [5]
Eastern Africa Tanzania Sandawa 66 [51]
Eastern Africa Tanzania various 132 [51]
Eastern Africa Uganda 118 [13]
Northern Africa Lybia 63 [16]
Northern Africa Morocco 515 [17]
Northern Africa Morocco Arabs various 104 [52]
Northern Africa Mozabites 68 [53]
Northern Africa Tunisia Sfax various 105 [54]
Middle East Iran Iranians 128 [55]
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Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Western Europe
Western Europe
Western Europe
Western Europe
Western Europe
Western Europe
Western Europe
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia

Druze d'Israel
Liban

Palestine

Koweit

Oman

Saudi Arabia
Yemen

Dubai

Iran various
Cyprus

Syria Syrians
Turks various
Turks Anatolia
Bangladesh
Saraswat Brahmin
Indian Tamils Nadu
Jat Sikhs

India Northern
India Eastern
India Southern
India Central

India Western
Mahadeokoli
Thakar

Pakistan
Sri-Lanka

France

Northern Portugal
Southern Portugal
Eastern Andalousia
Galicia

Northern Castilla
Portuguses Jew
Philippines
Malays Singapour
Malays Malaysia
Iban

Bidayuh

Melanau

Timor

Flores

Lembata

Sumba

Vietnam

Bali

234
650
364
148
99
106
104
217
104
163
161
140
520
284
122
152
80
78
127
295
69
59
50
48
177
207
57
60
78
95
89
130
86
76
180
334
105
113
104
113
385
89
349
113
632

[29]
[29,33]
[17]
(30]
[56]
[56]
[56]
[56]
[56]
[33]
(33]
[57]
[40]
(58]
[59]
(60]
[61]
(22]
[22]
[22]
[22]
(22]
[20]
[20]
[22]
(62]
(Balaresque, unpublished)
(23]
[23]
(23]
[23]
(23]
[24]
(63]
[64]
(65]
[66]
(66]
[66]
(67]
(Karafet unpublished)
(Karafet unpublished)
(Karafet unpublished)
(Karafet unpublished)
(Karafet unpublished)
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Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Oceania
Oceania
Oceania
Oceania

Borneo

Java

Mentawai

Nias

Thailand
Oceania various

Papouasie New Guinea

Tahiti
Vanuatu

85
61

73

60
41

66

24
44

a7

(Karafet unpublished)
(Karafet unpublished)
(Karafet unpublished)
(Karafet unpublished)
[63]
(Karafet unpublished)
(Karafet unpublished)

(Karafet unpublished)
(Karafet unpublished)

Table S4.J1 haplotype references used for the median-jping@twork

Country Group n References
Afghanistan Middle East 1 [25]
Algeria Northern Africa 23 [15]

Saudi Arabia Middle East 48 [14]
Assyrian Middle East 14 [140]

Bali Southern Asia 6 (Karafet unpublished)
Cyprus Middle East 18 [17]
Comoros Comoros 18  [26]
Daghestan Europe 87 [141]
Egypt Northern Africa 29 [140]
Egypt Northern Africa 2 [140]
Ethiopia Eastern Africa 21 [141]
India Southern Asia 2 [22]

Iran Middle East 4 [140]

Irak Middle East 11 [140]

Irak Middle East 15 [141]
Israel Middle East 32 [29]

Israel Middle East 19 [140]
Italia Europe 26 [141]
Jordan Middle East 35 [140]
Koweit Middle East 1 [30]

Kurds Middle East 4 [141]
Liban Middle East 7 [29]

Lybia Northern Africa 1 [16] Estimation
Morocco Northern Africa 9 [17]
Morocco Northern Africa 9 [141]
Montenegro Europe 2 [142] Estimation
Oman Middle East 37 [140]
Oman Middle East 19 [141]
Pakistan Southern Asia 4 [22]
Palestine Middle East 100 [17]
Palestine Middle East 16 [140]
Parsi Southern Asia 3 [141]
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Persia Middle East
Portugal Europe

Qatar Middle East
Qatar Middle East
Qatar Middle East
Saudi Arabia Middle East
Serbia Europe
Sudan Eastern Africa
Syria Middle East
Syria Middle East
Syria Middle East
Syria Middle East
Tunisia Northern Africa
Turkey Middle East
UAE Middle East
Yemen Middle East
Yemen Middle East

22
41

20

26

62

38

17

18

57
42

[141]
[141]
[140]
[140]
[141]
[140]
[142]
[141]
[140]
[140]
[17]

[29]

[141]
[40]

[140]
[140]
[140]

Estimation

Table S5 T1 haplotype references used for the medianfjginietwork

Country Group n References

Angola Subsaharan Africal [143] Estimation
Argentina-(Native-American) America 1 [144]

Belgium Europe 1 (Decortet al. 2004 YHRD)

Brazil- Alagoas (Admixed-Brazilian) America 10 (Azevedo 2009 YHRD)

British non Jefferson Europe 2 [145]

China Eastern Asia 1 [146]

China Eastern Asia 1 [22]

Egypt Northern Africa 4 [18]

Equatorial Guinea Subsaharan Africal  [6] Estimation
Spain Europe 1 [23] Estimation
French Europe 3 [141]

Iberic peninsula Europe 13 [141]

Israel Middle East 11 [29]

Italia-Modena Europe 3 (Ferrét al. 2008 YHRD)

Koweit Middle East 1 [30]

Liban Middle East 23 [33]

Lybia Northern Africa 2 [16] Estimation
Macedonia Europe 4  (Spiroskat al. 2005 ; Jakovsket al. 2011 YHRD)
Mediterranean Europe 1 [23] Estimation
Netherdlands Europe 1 (Decortet al. 2004 YHRD)

Palestine Middle East 6 [17]

Portugal Europe [22]

Portugal Europe 10 [24]

Syria Middle East 3 [17]
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Tunisia

Turkey

Uganda
USA-Nevada-(Basque)
Virginia Jefferson
Zambia

Northern Africa 4  [17]

Middle East 13 [40]

Subsaharan Africal [13]

America 1 (Valverde Potes YHRD)
Europe 6 [141]

Subsaharan Africal [5]

Estimation
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Table S6.HVI and HVII profiles in the Antemoro

Groups 1D HVI HVII HG

Ampanabaka MA302 16124 16223 16319 73 150 152 263 L3d
MA303 16182C 16183C 16189 16223 16278 16290 16294 16390 73 146 152 195 L2al
MA304 16223 16295 16362 16519 73 146 199 263 M7c3c
MA305 16093 16223 16278 16362 16519 73 263 L3b
MA307 16223 16278 16311 16362 16519 73 263 L3b
MA308 16223 16265T 16519 73 150 195 263 L3e3
MA311 16172 16183C 16189 16213 16223 16320 16519 73 150 152 195 L3e2b3
MA312 16223 16295 16362 16519 73 146 199 263 M7c3c
MA313 16086 16148 16223 16259 16278 16311 16319 163926165 73 150 200 263 M32c
MA 315 16189 16192 16223 16256 16278 16294 16309 163490163519 73 146 152 195 263 L2al
MA316 16148 16172 16187 16188G 16189 16223 16230 163320166519 64 93 152 185 189 204 207 247 263 L0a2
MA317 16182C 16183C 16189 16217 16247 16261 16519 73 146 195 B4alala
MA318 16223 16265T 16519 73 150 195 263 L3e3
MA320 16129 16182C 16183C 16189 16217 16247 16261 1625091 7173146 B4alala
MA322 16182C 16183C 16189 16217 16247 16261 16519 73 146 B4alala
MA323 16182C 16183C 16189 16217 16247 16261 16519 73 146 B4alala
MA324 16148 16172 16187 16188G 16189 16223 16230 163320186519 64 93 152 189 204 207 236 247 263 LOa2
MA325 16182C 16183C 16189 16217 16247 16261 16519 73 146 B4alala
MA326 16182C 16183C 16189 16217 16247 16261 16519 73 146 B4alala
MA327 16182C 16183C 16189 16217 16247 16261 16519 73 146 B4alala
MA328 16220C 16265 16298 16362 73 150 152 200 249d 263 F3b
MA329 16182C 16183C 16189 16217 16247 16261 16519 73 146 252 B4alala
MA330 16093 16223 16278 16362 16519 73 263 L3b
MA331 16093 16223 16278 16362 16519 73 263 L3b
MA332 16223 16263 16311 16519 73 152 195 204 M23
MA333 16220C 16265 16298 16362 73 150 152 200 249d 263 F3b
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Anteony

MA335
MA337
MA338
MA339
MA340
MA341
MA342
MA343
MA344
MA345
MA346
MA349
MA350
MA351
MA352
MA353
MA354
MA355
MA356
MA408
MA452
MA358
MA359
MA360
MA361
MA362
MA363
MA364
MA365

16223 16263 16311 16519

16182C 16183C 16189 16223 16278 16290 16294 1638901
16182C 16183C 16189 16217 16247 16261 16519

16093 16124 16217 16223 16278 16362 16519

16189 16223 16278 16294 16309 16390 16519

16221 16223 16291 16362 16390 16519

16223 16295 16362 16519

16182C 16183C 16189 16217 16247 16261 16519

16182C 16183C 16189 16217 16247 16261 16519

16223 16295 16362 16519

16185 16223 16327 16519

16182C 16183C 16189 16223 16278 16290 16294 1638901
16223 16265T 16519

16148 16172 16187 16188G 16189 16223 16230 163320166519
16093 16223 16278 16362 16519

16221 16223 16291 16362 16390 16519

16220C 16265 16298 16362

16223 16265T 16519

16172 16183C 16189 16213 16223 16320 16519

16185 16223 16327 16519

16172 16223 16295 16362 16359

16182C 16183C 16189 16217 16247 16261 16519

16093 16172 16223 16278 16311 16362 16519

16129 16148 16168 16172 16187 16188G 16189 162230166278 16293 16311 16320
16223 16263 16311 16519

16093 16223 16278 16362 16519

16220C 16265 16298 16362

16169 16213 16223 16240C 16254 16316 16335

16182C 16183C 16189 16217 16247 16261 16291 16519

73 152 195 204 263
73 146 152 195

73 146

73 263

73 146 152 195 198
73 263

73 146 199 263

73 146

73 146

73 146 199 263

73 150 189 200 263
73 146 152 195

73 150 195 263

64 93 152 189 204 207 236 247 263

73 263

73 263

73 150 152 249d 263
73 150 195 263

73 150 152 195

73 150 189 200 263
73 146 199 263

73 146

73 263

93 95C 185 189 236 247 263
73 152 195 204 263
73 263

73 150 152 249d 263
73 152 263

73 146

M23
L2al
B4alala
L3b

L2al
Ela
M7c3c
B4alala
B4alala
M7c3c
L3ela
L2al
L3e3
LOa2
L3b

Ela

F3b
L3e3
L3e2b3
L3ela
M7c3c
B4alala
L3b
LOal'4
M23

L3b

F3b

L3a
B4alala
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MA367
MA369
MA370
MA371
MA373
MA374
MA375
MA376
MA377
MA378
MA380
MA381
MA382
MA383
MA384
MA385
MA386
MA388
MA389
MA390
MA391
MA392
MA393
MA394
MA395
MA396
MA397
MA398
MA399

16223 16278 16362 16519

16220C 16265 16298 16362

16223 16263 16311 16519

16182C 16183C 16189 16217 16247 16261 16519

16093 16223 16274 16278 16362 16519

16265T 16292 16519

16172 16183C 16189 16223 16320 16519

16182C 16183C 16189 16223 16278 16290 16294 1638901
16172 16223 16263 16311 16519

16124 16223 16319

16223 16278 16362 16519

16223 16295 16362 16519

16220C 16265 16298 16362

16182C 16183C 16189 16223 16278 16290 16294 1638901
16182C 16183C 16189 16217 16261 16519

16129 16148 16168 16172 16187 16188G 16189 162230166278 16293 16311 16320
16086 16148 16223 16259 16278 16319 16399 16526

16223 16266 16278 16294 16309 16390 16519

16223 16278 16362 16519

16189 16265T 16292 16519

16220C 16265 16298 16362

16182C 16183C 16189 16223 16278 16290 16294 1638901
16182C 16183C 16189 16217 16247 16261 16291 16519

16172 16183C 16189 16213 16223 16245 16320 16519

16182C 16183C 16189 16223 16278 16290 16294 16390

16093 16223 16278 16362 16519

16129 16148 16168 16172 16187 16188G 16189 162230186278 16293 16311 16320
16093 16223 16278 16362 16519

16182C 16183C 16189 16223 16278 16290 16294 163890116519

73 263

73 150 152 200 249d 263
73 152 195 204 263
73 146

73 263

73 150 195 263

73 150 195

73 146 152 195
73152 195 204 263
73 150 152 263

73 263

73 146 199 263

73 150 152 249d 263
73 146 152 195

73 146

93 95C 185 189 194G 236 247 263

73 150 195 200 263
73 146 152 195 263
73 263

73 150 195

73 150 152 249d 263
73 146 152 195

73 146

73 150 152 195

73 146 195

73 263

93 95C 185 189 236 247 263
73 263

73 146 152 195

L3b

F3b
M23
B4alala
L3b

L3e3
L3e2b
L2al
M23

L3d

L3b
M7c3c
F3b
L2al
B4alala
Loal'4
M32c
L2al
L3b
L3e3
F3b
L2al
B4alala
L3e2b3
L2al

L3b
LOal'4
L3b

L2al
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Antalaotra

MA400
MA403
MA405
MA406
MA409
MA410
MA411
MA412
MA414
MAA415
MAA436
MA407
MA416
MA417
MA418
MA420
MA421
MAA422
MAA423
MA424
MA425
MA426
MAA427
MA428
MA429
MAA430
MAA432
MA435
MA438

16172 16223 16263 16311 16519
16172 16183C 16189 16213 16223 16320 16519

16129 16144 16148 16192 16223 16241 16265C 162341166343 16362

16093 16223 16355

16148 16172 16187 16188G 16189 16223 16230 163320166519
16185 16223 16327 16519

16220C 16265 16298 16362

16223 16263 16311 16519

16182C 16183C 16189 16217 16247 16261 16291 16519
16189 16192 16223 16256 16278 16294 16309 163490163519
16220C 16265 16298 16362

16223 16263 16311 16519

16223 16265T 16519

16093 16223 16278 16362 16399 16519

16182C 16183C 16189 16217 16247 16261 16519

16182C 16183C 16189 16217 16247 16261 16519

16223 16265T 16519

16093 16223 16278 16362 16519

16182C 16183C 16189 16217 16247 16261 16519

16172 16182C 16189 16213 16223 16245 16320 16519
16182C 16183C 16189 16223 16278 16290 16294 1638901
16093 16223 16295 16362 16519

16182C 16183C 16189 16217 16247 16261 16519

16086 16148 16189 16223 16259 16278 16319 163926165
16182C 16183C 16189 16223 16278 16290 16294 1638901
16148 16172 16187 16188G 16189 16223 16230 163320166519
16093 16223 16278 16362

16182C 16183C 16189 16217 16247 16261 16519

16172 16183C 16189 16213 16223 16245 16320 16519

73 152 195 204 263

73 150 152 195

73 89 146 238 263

73 150 152 235 263

64 93 152 189 204 207 236 247 263
73 150 189 200 263

73 150 152 200 249d 263
73 152 195 204 263

73 146

73 146 152 195

73 150 152 249d 263

73 152 195 204 263

73 150 152 195 263

73 263

73 146 263

73 146

73 150 195 263

73 263

73 146

73 150 152 195

73 146 152 195

73 146 199 263

73 146

73 150 200

73 146 152 195

64 93 150 152 189 204 207 236 247 263
73 263

73 146

73 150 152 195

M23
L3e2b3
Q1

L3k
LOa2
L3ela
F3b
M23
B4alala
L2al
F3b
M23
L3e3
L3b
B4alala
B4alala
L3e3
L3b
B4alala
L3e2b3
L2al
M7c3c
B4alala
M32c
L2al
LOa2
L3b
B4alala
L3e2b3
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MA439
MA440
MA441
MA442
MA443
MA445
MA447
MA448
MA449
MA450
MA451
MA453
MA455
MA456
MA457
MA459
MA461
MA462
MA464
MA465
MA466
MA469

16182C 16183C 16189 16217 16247 16261 16519
16182C 16183C 16189 16217 16261 16519

16223 16263 16311 16519

16148 16172 16187 16188G 16189 16223 16230 163320166519
16182C 16183C 16189 16217 16247 16261 16519
16213 16220C 16265 16298 16362

16093 16223 16278 16362 16519

16086 16148 16223 16259 16278 16319 16399 16526
16223 16295 16362 16359

16223 16263 16311 16359

16221 16223 16291 16362 16390 16359

16223 16263 16311 16519

16220C 16265 16298 16362

16086 16148 16223 16259 16278 16319 16399 16526
16213 16220C 16265 16298 16362

16220C 16265 16298 16362

16265T 16292 16519

16223 16263 16311 16519

16093 16223 16278 16291 16362 16519

16220C 16265 16298 16362

16182C 16183C 16189 16217 16247 16261 16519
16093 16223 16278 16362 16519

73 146 199

73 146

73 151 152 195 204 263
64 93 150 152 189 204 207 236 247 263
73 146

73 150 152 249d 263
73 263

73 150 200 263

73 146 199 263

73 152 195 204 263
73 263

73 152 195 204 263
73 150 152 249d 263
73 150 200 263

73 150 152 249d 263
73 150 152 249d 263
73 150 195 263

73 152 195 204 263
73 263

73 150 152 249d 263
73 146

73 263

B4alala
B4alala
M23
LOa2
B4alala
F3b

L3b
M32c
M7c3c
M23

Ela

M23

F3b
M32c
F3b

F3b
L3e3
M23

L3b

F3b
B4alala
L3b
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Table S7.Database used for HVI analysis

Georaphic Group

West Indian Ocean
islands

West Indian Ocean
islands

West Indian Ocean
islands

West Indian Ocean
islands

West Indian Ocean
islands

West Indian Ocean
islands

Africa CWS

Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Africa CWS
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa
Northern Africa

Northern Africa

Population
Highlands

Antanosy

Antandroy

Mikea

Vezo Northern Tuléar
Vezo Southern Tuléar

Angola Nyaneka

Angola Ovimbudu

Fon Benin

Cabinda Angola

Cabo Verde

Cameroon Ngumba
Cameroon Pygmies Baka
Cameroon Pygmies Bakoka
Gabon Fang

Gabon Mitsogo

Gabon Nzebi

Guinea Bissau

Ivory coast Ahizi

Ivory coast Yacouba

Mali Malinke
Mozambique

Rwanda Hutu

Sao Tome

Senegal Mandenka
Senegal Wolof

South Africa Kung
Zimbabwe

Guanche Canaries island
Egypt Arabs

Egypt Coptes

Maures Mauritania
Morocco Berbers
Tunisia

Algeria

Sahawari

Samaritans

Tunisia Various

Morocco Berbers Bourhiah
Morocco Berbers Figuig

52

54

59

127

52

49

147
98
171
110
292
88
87
88
66
64
63
372
129
61
60
416
106
103
119
91
59
58
71
102
100
64
181
a7
47
56
124
102
70
94
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Northern Africa
Northern Africa
Eastern Africa
Eastern Africa
Eastern Africa
Eastern Africa
Eastern Africa
Eastern Africa
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Middle East
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Southern Asia
Western Europe
Western Europe
Western Europe
Western Europe
Western Europe
Western Europe
Western Europe

Egypt Berbers Siwa
Libya Tuaregs
Kenya Swabhili
Tanzania Hadza
Tanzania Sandawe

Ethiopia Amharic Various

Sudan Nubia
Ethiopia various
Soqotra

Iran

Syria

Yemen

Israel Druzes
Kurds

Cyprus Greek
Irak

Iranian

Dubai

Israel Druzes
Turkey various
Jordan

Iran Kurds

Iran Persians
Saudi Arabia
Bangladesh
Gujarat

India Kamataka
India Kerala
Madyah Pradesh
India Maharashtra
India Orissa
Punjab

Tamils Nadu
India Tripura
Uttard Pradesh
Western Bengali
Sri Lanka
Hindus India
Sicilia

Galicia

Catalan
Andalusia
Portuguese
Corsica

France Southern

78
129
200
79
82
270
161
116
65
146
49
115
45
78
91
52
731
249
311
234
99
25
82
553
30
91
201
230
82
221
153
362
427
134
232
285
131
72
226
92
46
115
54
53
110

[87]

(85]

[88]

[51]

[51]

(89]

[89] [90]

[91]

[31]

[92,93]

[94]

(89]

[95]

[92,96]

[97]

(36]

[92,98] (Balloux unpublished)
[99]

[29]

[92,100,101]

[102]

[103]

[103]

[104]

[105]

[106]

[107] [106] [98]

[108] [109] [106] [98] [107]
[98][108] [110]
[98,107,108,111] [110]
[112] [98] [108]

[108] [107] [113]

[108] [107] [109]

[108] [107] [112]

[108] [112] [98] [109,114]
[108] [98] [109]

[115]

[116]

[117] (Rickardset al. unpublished)
[118]

[83]

[119] [84]

[120])

[121]

[122]
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Western Europe
Western Europe
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Southeastern Asia
Oceania

Oceania

Oceania

Oceania
Oceania
Oceania

England

Greece

Thailand various
Vietnam

Adonara

Flores

Banjarmasin

Bali

Sumatra Medan
Sumatra Pekanbaru
Nicobar various
Onges Nicobar
Philippines

Iban

Malays Kuala Lumpur
Malays Singapore
New Guinea highlands
Solomon islands

Papouasie New Guinea
Province Manus
New Guinea Gidra

Archipelago Bismark
Vanuatu Nguna

100
114
71
65
73
73
110
64
42
54
46
63
144
83
124
205
71
64
144

59
a7
42

[123]
[94,117] (Rickard=t al. unpublished)
[124]

[125]

[44]

[44]

[28,126]

[126]

[127]

[127]

[128]

[128]
[126,129,130]
[131]

[132]

[133]

[134]

[135]

[136]

[137]
[138]
[139]
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Table S8.Table of population pairwisesfFvalues based on Y haplogroup frequencies.

Ampanabaka Antalaotra Anteony
Fst Significativity Fst Significativity Fst Significativity

threashold of threashold of threashold of

5% 5% 5%
Ampanabaka * *
Antalaotra 0.31664 + * *
Anteony 0.43138 + 0.16051 + * *
Antandroy 0.00750 - 0.26312 + 0.38024 +
Antanosy 0.05669 + 0.11941 + 0.26578 +
Comoros 0.08978 + 0.11477 + 0.22337 +
Mikea Mikea-vezo 0.06864 + 0.16897 + 0.31891 +
Vezo Northern Tulear 0.01617 - 0.30595 + 0.42315 +
Vezo Southern Tuelear -0.00810 - 0.24402 + 0.36632 +
HighlandsMadagascar 0.13919 + 0.04064 + 0.21931 +
Angola Cabinda 0.02905 - 0.37818 + 0.46437 +
Angola Nyaneka-Nkhumbi 0.04965 + 0.47172 + 0.55806 +
Angola Ovimbudu 0.04502 + 0.47291 + 0.54891 +
DRC Mbuti Pygmies 0.19099 + 0.19990 + 0.31638 +
South Africa!Kung 0.21482 + 0.23373 + 0.32574 +
South Africa IKhwe 0.11796 + 0.24889 + 0.33064 +
Rwanda Hutu 0.04186 + 0.44910 + 0.53877 +
Rwanda Tutsi 0.03599 + 0.41178 + 0.49665 +
Mozambique various 0.51330 + 0.34020 + 0.43975 +
Zambia Eastern 0.07148 + 0.49647 + 0.59311 +
Western Zambia — Western Bantus  0.06430 + 0.54129 + 0.61501 +
Western Zambia — Eastern Bantus  0.05373 + 0.54481 + 0.60938 +
Equatorial Guinea various 0.05077 + 0.27790 + 0.35313 +
Benin 0.08655 + 0.52084 + 0.61642 +
Burkina Faso Fulbe 0.08617 + 0.52545 + 0.61028 +
Burkina Faso Mossi 0.06706 + 0.51434 + 0.60214 +
Burkina Faso Rimaibe 0.09962 + 0.28083 + 0.39300 +
Cameroon Bakaka 0.23876 + 0.66630 + 0.75939 +
Cameroon Bamileke 0.13920 + 0.60423 + 0.69322 +
Cameroon Daba 0.28776 + 0.19870 + 0.31379 +
Cameroon Ewondo 0.05113 + 0.48739 + 0.57060 +
Cameroon Fali 0.09440 + 0.27346 + 0.35516 +
Cameroon Fulbe 0.47428 + 0.28597 + 0.38403 +
Cameroon variousAdamawa 0.34336 + 0.27556 + 0.36619 +
Cameroon variousChadic 0.46034 + 0.32345 + 0.41704 +
Cameroon Nilo-Saharan 0.24091 + 0.21405 + 0.31570 +
Cameroon Tali 0.06456 + 0.36200 + 0.44236 +
Cameroon Uldeme 0.79597 + 0.62187 + 0.72117 +
African central republic Lissongo 0.05395 + 0.46659 + 0.54180 +
Cabo Verde - Northern 0.29012 + 0.12558 + 0.20651 +
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Cabo Verde - Southern

Benin Fon
Cameroon Bantus
Senegal various
Tanzania Datoga
Tanzania Hadzabe
Kenya Bantus
Tanzania Wairak
Kenya

Karamoja. Uganda
Maasai Kenya nilotic
Ethiopia Juifs
Ethiopia Amhara
Ethiopia Oromo
Ethiopia Omo valley
Somalia

Namibia

Egypt

Algeria various
Lybia Arabs
Morocco Arabs
Morocco Berbers
Morocco

Tunisia

Pakistan

Naikpod

Andh

Pardhan

Eastern India
Mahadeokoli
Thakar

Muslim Shia
Muslim Sunni
India - Northern
India — Northeastern
India Eastern

India - Southern
India Central

India Western
Northern Portugal
Southern Portugal
Potuguais Jew
France

Basque

Eastern Andalusia

0.23313
0.13144
0.04331
0.03774
0.60676
0.45534
0.15430
0.17815
0.19471
0.44809
0.22230
0.40942
0.41147
0.49116
0.38852
0.63607
0.18402
0.34173
0.39096
0.43031
0.60594
0.60035
0.45937
0.43236
0.31252
0.40489
0.43974
0.35015
0.49195
0.42581
0.39601
0.34031
0.38237
0.39619
0.53624
0.36464
0.36052
0.51501
0.38965
0.47259
0.40566
0.37331
0.61501
0.70540
0.56320

+ + 4+ + + + + o+ + o+ o+ + o+ + o+ o+ 4+ o+ + o+ o+ o+ o+ A+ o+ +F o+ o+ o+ o+ A+ o+ o+ o+ o+ o+ o+ 4+ o+

0.10514
0.58629
0.40278
0.43688
0.42811
0.27686
0.16585
0.21737
0.22983
0.30825
0.16771
0.23052
0.14938
0.29143
0.19662
0.48336
0.23885
0.13121
0.20186
0.19312
0.42688
0.43620
0.32352
0.21776
0.11930
0.16888
0.20162
0.13551
0.15278
0.18809
0.15443
0.12980
0.17733
0.17920
0.30591
0.10510
0.16020
0.25087
0.16273
0.25603
0.19940
0.14482
0.40361
0.53092
0.36623

+ o+ + + o+ o+ +F o+ o+ F A+ o+ F o+ o+ o+ o+ o+ o+ F A+ o+ o+ o+ o+ o+ o+ o+ o+ A+ o+ + A+ o+ o+

0.17929
0.67810
0.48384
0.51343
0.51671
0.37314
0.27665
0.28183
0.31374
0.41177
0.26855
0.32333
0.22106
0.37010
0.28973
0.53339
0.32237
0.18784
0.28183
0.27595
0.51556
0.52345
0.39495
0.28789
0.22293
0.29755
0.33258
0.25636
0.36686
0.30773
0.28487
0.23568
0.29006
0.29491
0.43662
0.26464
0.27869
0.40558
0.28280
0.36366
0.30601
0.20813
0.51194
0.62689
0.46870
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Galicia

North-western Castille
Iranian Arabs

Israel Druzes Galilea
Palestinian

Kuwait Bedouins
Socotra various

Saudi Arabia

Qatar

UAE

Oman

Yemen

Lebanon

Jordan

Irak

Iran

Syrians

Iranians

Cyprus

Turkey various
Turkey Anatolia
Vanuatu-Maewo
South-western New Guinea Una
PNG Trobriand

PNG Kapuna

Cook

Futuna

Fidji

Tuvalu

Western Samoa

Nias

Philippines

Vietnam

Bali

Java

Borneo

Nias various
Mentawai

Flores

Sulawesi

Sumba

Lembata

Adonara various (Austronesian)
Flores various (Austronesian)
Solor various (Austronesian)

0.47320
0.47906
0.41161
0.31495
0.35795
0.62755
0.67615
0.32832
0.44756
0.31207
0.32688
0.55627
0.30399
0.36087
0.34062
0.30900
0.32949
0.30729
0.35103
0.36506
0.29780
0.40438
0.79807
0.37876
0.54444
0.62744
0.43829
0.39384
0.43450
0.49305
0.93541
0.45563
0.41420
0.42772
0.41636
0.38009
0.78733
0.64605
0.37058
0.33712
0.44165
0.43049
0.73845
0.50397
0.45657

+ + 4+ + + + + o+ + o+ o+ + o+ + o+ o+ 4+ o+ + o+ o+ o+ o+ A+ o+ +F o+ o+ o+ o+ A+ o+ o+ o+ o+ o+ o+ 4+ o+

0.27454
0.28512
0.17291
0.11175
0.13180
0.36344
0.37920
0.10334
0.16156
0.09138
0.09330
0.26304
0.10206
0.13027
0.10419
0.09850
0.10617
0.11204
0.13438
0.13491
0.10435
0.17320
0.58138
0.14090
0.32102
0.42289
0.21717
0.19448
0.23512
0.27656
0.82276
0.21794
0.12518
0.10718
0.06734
0.12610
0.52270
0.39032
0.19134
0.07163
0.27408
0.23261
0.55727
0.29944
0.22868

+ o+ + + o+ o+ +F o+ o+ F A+ o+ F o+ o+ o+ o+ o+ o+ F A+ o+ o+ o+ o+ o+ o+ o+ o+ A+ o+ + A+ o+ o+

0.37517
0.38460
0.30011
0.20651
0.20609
0.42317
0.45852
0.16407
0.24598
0.15462
0.14189
0.34006
0.17749
0.21427
0.17676
0.19561
0.17475
0.20406
0.22146
0.24827
0.19111
0.29166
0.70009
0.29352
0.43240
0.52956
0.32559
0.30165
0.33990
0.38964
0.91999
0.34959
0.30188
0.35497
0.30572
0.28195
0.73189
0.60254
0.30136
0.24091
0.37796
0.33676
0.65824
0.40306
0.33974
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Sumatra
Java various
Negritos

Non Negritos
Malay

0.35285
0.40449
0.36292
0.43808
0.42278

+ + 4+ o+ o+

0.09115
0.06689
0.16059
0.21848
0.09586

+ o+ o+ o+ o+

0.25245
0.29906
0.30252
0.41114
0.28927

+ + 4+ o+ o+
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Table S9.Shared haplotypes between the Ampanabaka, othHegkty populations and the Comoros,

using 17 Y-STR markers

Antandroy  Antanos Comoros  Andrian  Merin Tsimahafots  Mikea Vezo - Vezo -

Antaisak

Ampanabaka

Southern

Northern

16 31

12

59

47 293 21

46

46

N ind.
N hap.

H1

28

44

13

250

47

36

36

H2

H3

H4

H5

H6

H7

H8

H9

H10
H11
H12
H13
H14
H15
H16
H17
H18
H19
H20
H21
H22
H23
H24
H25
H26
H27
H28
H29
H30
H31
H32
H33
H34
H35
H36
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Table S10.Shared haplotypes between the Anteony, other Malagopulations and the Comoros, using 17 Y-STHenar

Antaisaka Antandroy Antanosy Comoros Andrana Merina Tsimahafotsy Mikea Vezo - Northern  Veze Southern

Anteony

16 31

12

59

47 293 21

46

40

N ind.
N hap.

H1

28

44

13

250

47

36

21

H2

H3

H4

H5

H6

H7

H8

H9

H10
H11
H12
H13
H14
H15
H16
H17
H18
H19
H20
H21
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Table S11.Shared haplotypes between the Antalaotra, othémdday populations and the Comoros, using 17 Y-8iERers.

Vezo - Southern

Tsimahafotsy Mikea Vezo - Northern

Antandroy Antanosy Comoros Ardriana Merina

Antaisaka

Antalaotra

31

16
12

59

21

293

47

46

43

N ind.
N hap.

H1

28

44

13

250

a7

36

35

H2

H3

H4

H5

H6

H7

H8

H9

H10
H11
H12
H13
H14
H15
H16
H17
H18
H19
H20
H21
H22
H23
H24
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H25
H26
H27
H28
H29
H30
H31
H32
H33
H34
H35

31



03

& Anteony
0.2
Antalaotra
*
0.1
Highlands
o~ ® Comoros
.E U r T T T T 1
e Mikea @ @ Antanosy
outhern Vezo
-0.1 Antandroy
Ampanabaka
Northern Vezo
-0,2
-0.3
-03 -0,2 -01 0 0.1 0.2 03
Dim1

Figure S1.MDS plot of lsrbetween Malagasy populations and the Comoros R haplogroup frequencies (Kruskal stress: 0.172).
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Table S12.Shared haplotypes between the Ampanabaka andthlease using seven Y-STR markers

vedeH
gzdeH
ZzdeH
TzdeH
ozdeH
61deH
gTdeH
/TdeH
9TdeH
G1deH
yrdeH
g1deH
Z1deH
TTdeH
otdeH
60deH
godeH
LodeH
90deH
GodeH
yodeH
godeH
zodeH

TodeH

q1q13

4

eTq14

qc3

eTqT3

¢e10

¢eT1o0

eTq14

eTq14

4

¢e10

¢e10

eTq14

eTq14

eTq14

eTqT3

¢e10

eTqT3

eTqT3

qacr

eTqT3

¢e10

eTqT3

eTqT3

sadAo|dey jo JaquinN

S[eniAIpul Jo JaquinN

00
00

36
40

67

Ethiopia Omo valley

55

Kenya Massai

00

63

101
828
78
90

Equatorial Guinea

Gabon

10

239
51

00
00

Benin

50

Ivory coast

00

74

165
161
323
154
75
96
65

African central Republic

00
00
10

106
142
56
40

Guinea Bissau

Burkina Faso

Mozambique

00
00
00

Angola Nyaneka

43

Angola Ovimbudu

39

Angola various

00

59
33

201
66

Somalia Danish various

01

Tanzania Sandawa

00
00

67

132
118
88

Tanzania various

52

Uganda

00

49

Eastern Zambia, Eastern

Bantus

00

109

263

Western Zambia, Eastern

Bantus

10

82

192

Western Zambia, Western

Bantus

33



00

80
25
64

117
66
92

Tunisia

00
00

Tunisia Berbers various

Egypt various

00

54
52

100
63

Algeria

00

Lybia

00
00

212
61

515
104
68

Morocco Moroccan

Morocco Arabs various

00

22

Mozabites

00

64
32

105
54

Tunisia Sfax various

00

Namibia

00
00

93
89

128
234
650
364
148
99

Iranian Iran

Druzes Israel

00
00
00

298
181
45

Lebanon

Palestine

Kuwait

00

68

Oman

00
00

60
52

106
104
217
104
163
161
140
520
284
122
152
80

78

Saudi Arabia

Yemen
Dubai

00
00
00

146
91

Iran

97

Cyprus

00
00

124
78

Syria Syrians

Turkey various

00
00
00

330
197
92

Turkey Anatolia

Bangladesh

Saraswat Brahmin

00

108
47

India Tamil Nadu

Jat Sikhs

00
00

56

Northern India

00

7

127

Eastern India
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00

155
27
49

295
69

Southern India

00
00
00
00

Central India

59

Western India

39
28

50
48

Mahadeokoli
Thakar

00
00

119
162
35
48

177
207
57

Pakistan

Sri-Lanka

00
00
00
00
00

France

60
78
95
89

- Northern Portugal

66
60
65

- Southern Portugal

EasternAndalusia

Galicia

00

85
49

130
86

Spain - Northern Castilla

Portuguese Jew

00

64

76

Phillipines

00
00
00
00
00
00

134
245
57

180
334
105
113
104
113
385
89

Malay Singapore

Malay Malaysia

lban

45

Bidayuh

39
81

Melanau

Timor

00

126
40

Flores

01

Lembata

00
00

73
84

349
113
632
85
61

Sumba

Vietnam
Bali

00

171
35
37
18
15

00
00
00
00

Borneo

Java

73
60

Mentawai

Nias
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00
00
00
00
00

40

66
47

Oceania various

42

Papouasie New Guinea

Tabhiti

14
32
39

24
44
41

Vanuatu

Thailand

Table S13.Shared haplotypes between the Antalaotra andatabase, using seven Y-STR markers

Tz'deH | erqr3
oz'deH TetTy
6T deH 1820
g1 deH 1820
/T deH azr
91" deH qz3
gT'deH azr
yT'deH 1820
€T deH TeC0
21 deH qz3
1T deH TeCo
ot deH 1820
60°deH T1
g0'deH I
L0'deH T1
90'deH 2e10
G0'deH Zeto
yo'deH | erqr3
€o'deH aze
2odeH 2810
T0'deH | erqr3

sadAo|dey

JOo JaquinN

s|enialpul

Jo JaquinN

36

67

Ethiopia Omo valley

40

55

Kenya Massai

63
239
51

101
828
78
90

Equatorial Guinea

Gabon

Benin

50
74

Ivory coast

165
161
323
154
75
96
65

African central Republic

106
142
56
40

Guinea Bissau

Burkina Faso

Mozambique

Angola Nyaneka

43

Angola Ovimbudu

39

Angola various

59
33

201
66

Somalia Danish various

Tanzania Sandawa
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67
52
49

132
118
88

Tanzania various

Uganda

Eastern Zambia, Eastern Bantus

109
82

Western Zambia, Eastern Bantus 263

Western Zambia, Western Bantus 192

80
25
64

117
66
92

Tunisia

Tunisia Berbers various

Egypt various
Algeria

54
52

100
63

Lybia

212
61
22

515
104
68

Morocco Moroccan

Morocco Arabs various

Mozabites

64
32

105
54

Tunisia Sfax various

Namibia

93
89

128
234
650
364
148
99

Iranian Iran

Druzes Israel

298
181
45

Lebanon

Palestine

Kuwait

68
60
52

Oman

106
104
217
104
163
161
140
520
284
122
152
80

78

Saudi Arabia
Yemen
Dubai

Iran

146
91
97

Cyprus

124
78

Syria Syrians

Turkey various

330
197
92

Turkey Anatolia
Bangladesh

Saraswat Brahmin

108
47

India Tamil Nadu

Jat Sikhs

56

Northern India
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77
155
27
49
39
28
119
162
35
48
66
60
65
85
49
64
134
245
57
45
39
81
126
40
73
84
171
35
37
18
15
40
42
14
39

127
295
69
59
50
48
177
207
57
60
78
95
89
130
86
76
180
334
105
113
104
113
385
89
349
113
632
85
61
73
60
66
47
24
41

Spain - Northern Castilla

Portuguese Jew
Papouasie New Guinea

Eastern Andalusia
Tabhiti

Eastern India
Southern India
Central India
Western India
Mahadeokoli
Thakar
Pakistan
Sri-Lanka
France
Northern Portugal
Southern Portugal
Galicia
Phillipines
Malay Singapore
Malay Malaysia
Iban

Bidayuh
Melanau

Timor

Flores

Lembata
Sumba

Vietnam

Bali

Borneo

Java

Mentawai

Nias

Oceania various
Vanuatu
Thailand
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Table S14.Shared haplotypes between the Anteony and théaksdausing seven Y-STR markers

ZTdeH TL
1T deH Te20
ordeH | 9rgI3
60°deH TL
80'deH TL
10'deH TL
90'deH Ic
Go'deH TL
yo'deH | etrqI3
godeH | erqr3
zodeH | erq13
To'deH | ®e1qI3

sadAo|dey

JO JaquinN

sfenpiaipul

JO JaquinN

36
40

67

Ethiopia Omo valley

55

Kenya Massai

63

101
828
78
90

Equatorial Guinea

Gabon

239
51
50
74

Benin

Ivory coast

165
161
323
154
75
96
65

African central Republic

106
142
56

Guinea Bissau

Burkina Faso

Mozambique

40

Angola Nyaneka

43

Angola Ovimbudu

39
59
33
67
52
49

Angola various

201
66

Somalia Danish various

Tanzania Sandawa

132
118

Tanzania various

Uganda

88

Eastern Zambia, Eastern Bantus

109
82

263
192
117

Western Zambia, Eastern Bantus

Western Zambia, Western Bantusn

80

Tunisia
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25
64
54
52

66
92

Tunisia Berbers various

Egypt various

100
63

Algeria

Lybia

212
61
22
64
32

515
104
68

Morocco Moroccan

Morocco Arabs various

Mozabites

105
54

Tunisia Sfax various

Namibia

93
89

128
234
650
364
148
99

Iranian Iran

Druzes Israel

298
181
45

Lebanon

Palestine

Kuwait

68
60
52

Oman

106
104
217
104
163
161
140
520
284
122
152
80

78

Saudi Arabia

Yemen
Dubai

146
91
97

Iran

Cyprus

124
78

Syria Syrians

Turkey various

330
197
92

Turkey Anatolia

Bangladesh

Saraswat Brahmin

108
47

India Tamil Nadu

Jat Sikhs

56
77

Northern India

127

Eastern Indian
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155
27
49

295
69

Southern India

Central India

59

Western India

39
28

50
48

Mahadeokoli
Thakar

119
162
35
48

177
207
57

Pakistan

Sri-Lanka

France

60
78
95
89

Northern Portugal

66
60
65
85
49

Southern Portugal

Eastern Andalusia

Galicia

130
86

Spain - Northern Castilla

Portuguese Jew

64

76

Phillipines

134
245
57
45

180
334
105
113
104
113
385
89

Malay Singapore

Malay Malaysia

Iban
Bidayuh

39
81

Melanau

Timor

126
40

Flores

Lembata

73
84
171
35
37

349

Sumba

113
632
85
61

Vietnam

Bali

Borneo

Java
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18
15
40

73
60
66
47

Mentawai

Nias

Oceania various

42

Papouasie NG

14
32
39

24
44
41

Tabhiti

Vanuatu

Thailand
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Table S1t Population pairwise FST values based on HVI inthtee Antemoro groups

Ampanabaka Anteony Antalaotra
Fst Significativity  Fgr Significativity  Fgr Significativity
seuil 5% seuil 5% seuil 5%

Ampanabaka * *
Anteony 0.00308 - *
Antalaotra -0.01249 - -0.00327 - *
Highlands Madagascar 0.02868 + 0.03267 + 0.02209 -
Antanosy -0.01371 - 0.01076 - -0.00457 -
Antandroy 0.00390 - 0.01923 + 0.00963 -
Mikea 0.02314 + 0.01603 + 0.02761 +
Vezo - Northern Tulear 0.02224 + 0.00432 - 0.01967 +
Vezo - Southern Tulear -0.00476 - 0.03348 + 0.01146 -
Angola Nyaneka 0.11328 + 0.07044 + 0.11840 +
Angola Ovimbudu 0.09680 + 0.05456  + 0.10350 +
Fon Benin 0.08136 + 0.04245 + 0.08817 +
Cabinda Angola 0.09690 + 0.06021  + 0.09970 +
Cabo verde 0.08850 + 0.05309 + 0.09153 +
Cameroon Ngumba 0.16808 + 0.12283 + 0.17060 +
Cameroon Pygmies Baka 0.55022 + 0.50240 + 0.55342 +
Cameroon Pygmies Bakola 0.66479 + 0.62033  + 0.67106 +
Guanche Canaries Islands 0.15991 + 0.14576  + 0.14686 +
Egypt Arabs 0.07063 + 0.05093 + 0.07356 +
Egypts Copts 0.12162 + 0.11184 + 0.12323 +
Gabon Fang 0.14899 + 0.09860 + 0.15394 +
Gabon Mitsogo 0.09549 + 0.07485 + 0.09176 +
Gabon Nzebi 0.12772 + 0.08721 + 0.12803 +
Guinea Bissau 0.07790 + 0.04025 + 0.08038 +
Ivory coast Ahizi 0.06229 + 0.03867 + 0.06321 +
Ivory coast Yacouba 0.09363 + 0.04537 + 0.09984 +
Kenya Swabhili 0.05018 + 0.02810 + 0.05026 +
Mali Malinke 0.09460 + 0.05130 + 0.09669 +
Moors Mauritania 0.09725 + 0.06210 + 0.09169 +
Morocco Berbers 0.09510 + 0.08424 + 0.08473 +
Mozambique 0.11165 + 0.06931 + 0.12438 +
Rwanda Hutu 0.09070 + 0.05299 + 0.09043 +
Sao Tome 0.10694 + 0.06191 + 0.11061 +
Senegal Mandenka 0.12783 + 0.08691 + 0.12581 +
Senegal Wolof 0.04823 + 0.02964 + 0.04262 +
South Africa Kung 0.24827 + 0.21230 + 0.25302 +
Tanzania Hadza 0.28846 + 0.21607 + 0.29385 +
Tanzania Sandawe 0.20552 + 0.15476  + 0.20437 +
Zimbabwe 0.09277 + 0.05355 + 0.09439 +
Tunisia 0.06120 + 0.04887 + 0.05491 +
Algeria 0.08023 + 0.06749 + 0.07702 +
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Sahawari

Samaritans

Ethiopia Amharic Various
Sudan Nubia

Tunisia Various

Morocco Berbers Bourhiah

Morocco Berbers Figuig
Egypt Berbers Siwa
Libye Tuaregs
Ethiopia various
Thailand

Vietnam

Adonara

Flores

Banjamarsin

New Guinea Highlands
Solomon islands
Bali

Sumatra Medan
Sumatra Pekanbaru
Manus Province
Nicobar

Onges Nicobar
Phillipins

Iban

Malay Kuala Lumpur
Malay Singapore
New Guinea Gidra
Bismark Archipelago
Vanuatu

Socotra

Iran

Syria

Yemen

Israel

Kurds

Cyprus

Irak

Iranian

Dubai

Israel Druzes
Turkey various
Jordan

Iran Kurds

Iran persian

0.06787
0.33822
0.05723
0.06086
0.10721
0.09756
0.06247
0.10895
0.12846
0.09378
0.08227
0.09358
0.13116
0.08710
0.02975
0.25259
0.10630
0.06684
0.04542
0.10916
0.09683
0.20554
0.32064
0.05034
0.06033
0.04972
0.04378
0.23700
0.09704
0.20821
0.17724
0.10943
0.12800
0.05559
0.09226
0.13986
0.12860
0.13200
0.14142
0.05482
0.11304
0.09878
0.10029
0.11875
0.09001

+ o+ o+ + o+ + F o+ o+ F A+ o+ F o+ o+ o+ o+ o+ o+ A+ o+ o+ F o+ o+ o+ o+ o+ o+ A+ o+ + A+ o+ A+ o+

0.04662
0.32356
0.03393
0.02963
0.10270
0.08690
0.04542
0.09627
0.11908
0.05562
0.07177
0.08819
0.12653
0.10163
0.03884
0.22107
0.12811
0.06423
0.04369
0.10420
0.12830
0.18765
0.28845
0.06103
0.07499
0.05190
0.04690
0.19917
0.10592
0.18571
0.15978
0.10852
0.12024
0.03587
0.08427
0.13276
0.11876
0.12602
0.14845
0.05209
0.11458
0.10274
0.09711
0.11773
0.09220

R T T T T S S S S S S S S S A I T T T T T S S S S S S S S S S S S S T T T T T T

0.05815
0.33873
0.05769
0.06248
0.10002
0.08722
0.05800
0.10557
0.12261
0.09503
0.08177
0.09253
0.13945
0.09871
0.02490
0.23589
0.10710
0.06663
0.03906
0.09859
0.10181
0.20302
0.31826
0.04498
0.06550
0.04927
0.04274
0.22786
0.09680
0.19405
0.16561
0.10039
0.11536
0.04877
0.08405
0.13012
0.11585
0.11922
0.12968
0.05009
0.10255
0.08912
0.09070
0.11330
0.08300

+ 4+ 4+ + + + + + + + + + + + + + + + + + + + 4+ 4+ 4+ 4+ + + + + + + + + + + + + + + + + o+ o+ 4+
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Saudi Arabia
Bangladesh
Guijarat

India Kamataka
India Kerala
Madyah Pradesh
India Maharashtra
India Orissa
Punjab

Tamil Nadu
India Tripura
Uttard Pradesh
Western Bengal
Sri Lanka
Hindus India
Sicily

Galicia

Catalan
Andalusia
Portuguese
Corsica

France

England
Greece

0.09682
0.07566
0.07272
0.09924
0.09643
0.07874
0.07309
0.06453
0.08482
0.07087
0.06450
0.08493
0.06903
0.06777
0.07336
0.13612
0.18710
0.13107
0.14915
0.15341
0.13907
0.16960
0.15254
0.15678

+ o+ + A+ o+ o+ F o+ o+ o+ o+ o+ o+ A+ o+ A+ +

0.09747
0.06392
0.07014
0.09787
0.09415
0.07195
0.06866
0.06705
0.08768
0.07347
0.05639
0.08333
0.06565
0.06561
0.06996
0.13838
0.18053
0.12519
0.14781
0.14304
0.13813
0.16472
0.14757
0.15814

+ + + + + + + o+ + o+ + 4+ o+ o+ o+ o+ o+ o+ o+ o+ 4+ o+

0.08927
0.06978
0.06688
0.09870
0.08908
0.07057
0.06764
0.06019
0.07957
0.06917
0.06377
0.07997
0.06733
0.06261
0.06934
0.12421
0.17246
0.12026
0.13732
0.14158
0.12944
0.15596
0.14054
0.14518

+ + + + + + + + + + + + + + + + + 4+ 4+ 4+ + + + o+
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Figure S3. MDS plot computed from 4t values between Malagasy populations, based onddia
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significant at 1%. Kruskal stress = 0.329.
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Table S16.Shared HVI haplotypes between the Ampanabaka andthier Malagasy populations.

nind.
n hap.
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Hap.13
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Table S18.Shared HVI haplotypes between the Anteony and difaagasy populations.
Vezo - Vezo -
Anteony  Andriana Antaisaka Highlands Antanosy Antandroy Mikea Northern  Southern
nind. 47 32 11 52 54 59 127 52 49
n hap. 17 8 21 25 23 28 18 20

~

Hap.01
Hap.02
Hap.03
Hap.04
Hap.05
Hap.06
Hap.07
Hap.08
Hap.09
Hap.10
Hap.11
Hap.12
Hap.13
Hap.14
Hap.15
Hap.16
Hap.17
Hap.18
Hap.19
Hap.20
Hap.21
Hap.22
Hap.23
Hap.24
Hap.25
Hap.26
Hap.27

o o oo oo
NP WDk o
ORr NANPR
=
©
O oo o oo

=
o
=
[
=
o
=
~
=
ol

PR RPRRPRPRPNRPPREPOOR®ORLRRLPORDEONRR®WLERERR
OO0 0000000000000 O0OO0OO0O0OONWROLRODO
OO O0OO0OO0OrROOOONOOOOOONR®AOOWNOO
OO0OO0OO0OO0OWOOOOO0OO0OO0OO0OO0OO0OUMONIMOOO®NOO

OO0 0O O0OO0OFrPR OO0OO0OO0OPFrP OO0OO0OO0OO0OO0oOOoOOoOOo
O OO O0OONORFRPROONORFRPROOONMOERERN
O 0O 0O 00O ~NOOOOOOoODOoOOOFRrNONMN
N OOOOWOOOOOOU OO o u K-

P OO0OO0OO0OFRPRPFPOOORFRPROOOOOFRFr O-NLPR



Table S19.Shared HVI unique haplotypes between the Ampanabkaégopulations from the

database

Angola Nyaneka

Angola Ovimbudu

Fon Benin

Cabinda Angola

Cabo verde

Cameroon Ngumba
Cameroon Pygmies Baka
Cameroon Pygmies Baloka
Guanche Canaries Islands
Egypt Arabs

Egypt Copt

Gabon Fong

Gabon Mitsogo

Gabon Nzebi

Guinea Bissau

Ivory coast Ahizi

Ivory coast Yacouba
Kenya swalhili

Mali Malinke

Moors Mauritania
Morocco Berbers
Mozambique

Rwanda Hutu

Sao Tome

Senegal Mendenka

Senegal Wolof

0 @ COW oW N Wow s W oW U T W W N W W s W W O
IR~ = = = = = = = g e g e g = I e i B |
E s e egsEEEE
£ =

B B VRN

5 & o S .
z z R > s [ [ >y S o'a N o NS [ Sy [ 1 [ ) WA >
147 70 1 0 0 0 O1TL 0O O 1 0 O O O O 0 0
98 60 100 0 0O 1 0 0O 1 0 0 O0O 1 O 0 o
171 1004 1. 0 0 0 0 O OO O OO OOTO 0 o
110 69 0o 0 0o 0 01 o002 0 0 O O O 0 0
292 118 0 0 0 0 0O 0O O O O 1 0 O O O 0 O
88 43 0 0O 0O 0 O O O O O O O O O O 0 o
87 13 0 0 0O OOO O O O O O O O O 0 o
88 5 0 0 0 0O 00O O OOO O O 0 o 0 0
71 32 0 0 0 0O 0OOO OO O O 0 0 o 0 0
102 44 0O 0 0O0OOO OO O O OO OTUOF D 0 o
100 30 0O 0 0O0OOO OO O O OOUOTUOFDO 0 o
66 35 0 0 0o 0O 0O 0O0OOOO O O 0 o 0 0
64 33 0 0 0o 0O 00O 0O OOO O O 0 O 0 0
63 42 1 0 0 0 0 0 OOO O O O OO 0 o
372 76 1. 0 0 1. 0 O O O O O O O O O 0 o
129 54 0 0 0o 0O 00O O OOO O O 0 o 0
61 41 0 0 0o 0O 0O OO OOO O O 0 o 0
200 1177 0 0 0 0O O 1 O O 1 O O O O O 0

60 48 0O 0 0O0OOO OO O O OOUOTUOF@WO 0

64 107 0 0 0o 0O OO 0O OO O O O 0 o 0
181 1007 0 0 0 0 1. 0 0 O O O O O O O 0

416 135 1. 0 0 0 0 1 0 0 1 0 O O 1 O 0

106 58 1 0 0 0 OO O O O O OO0 0 O 0
103 61 0 0 O O O O O O O O O o o0 o 0
119 50 0 0 0 OOO O O O OO O OO 0

91 76 0 0O 0 O O O O O O O O O O O 0
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South Africa Kung
Tanzania Hadza
Tanzania Sandawe
Zimbabwe

Tunisia

Algeria

Sahawari

Samar Tunisia
Ethiopia Amharic
Sudan-Nubia

Tunisia various

Morocco Berbers Bourhiah

Morocco Berbers Figuig
Egypt Berbers Siwa
Lybia various

Ethiopia various
Thailand various
Vietnam

Adonara

Flores

Banjamarsin

New Guinea Highlands
Solomon islands

Bali

Sumatra Medan
Sumatra Pekanbaru
Manus Province
Nicobar

Onges Nicobar
Philippins

Iban

Malay Kuala-Lumpur

Malay Singapore

59

79

82

58

47

47

56

124

270

161

102

70

94

78

129

116

71

65

73

73

110

71

64

64

42

54

144

46

63

144

83

124

205

14

26

28

38

42

26

41

139

106

45

35

28

22

16

71

61

50

30

37

80

26

14

52

29

34

35

22

70

30

90

132
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New Guinea Gidra
Bismark Archipelago
Vanuatu

Socotra

Iran

Syria

Yemen

Israel

Kurds

Cyprus

Irak

Iranians

Dubai

Israel Druzes
Turkey various
Jordan

Iran Kurds
Persians

Saudi Arabia
Bangladesh
Guijarat

India Kamataka
India Kerala
Madyah Pradesh
India Maharashtra
India Orissa
Punjab

Tamils Nadu
India Tripura
Uttard Pradesh
Western Bengal
Sri Lanka

Hindus India

59

47

42

65

146

49

115

45

78

91

52

731

249

311

234

99

25

82

553

30

91

201

230

82

221

153

362

427

134

232

285

131

72

20

21

11

17

113

46

67

25

57

59

52

394

154

79

184

80

22

61

260

27

79

60

72

54

146

106

175

207

134

165

133

91

59
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Sicily
Galicia
Catalan
Andalusia
Portuguese
Corsica
France
England

Greece

226

92

46

115

54

53

110

100

114

133

51

28

70

37

35

72

66

55
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Table S20.Shared HVI unique haplotypes between the Antalaatchpopulations from the database

[7p] 6
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‘46 B L Cc € c Cc Cc C Cc C < L C Cc Cc Cc C Ny

@ @ = w =

o o 3 © o v ©

E E 2288783528 838288348 g

z z S5333%as3L03 s8s5sai I
Angola Nyaneka 147 7% 0 01 1 00 O0O0O0O O OOTUO OO OTU O O 0
Angola Ovimbudu 98 60 0 0 1 1 0 0O 1 0 0 O O O O O O © 0
Fon Benin 171 104 0 0 0 0O OOO O O O OO OOTO0O O 0
Cabinda Angola 110 69 0 01100 0 OO O OUOWUOU OTU O O 0
Cabo verde 292 118 0 0 0 0 1. 0 O O O O O O O 0 O O 0
Cameroon Ngumba 88 43 0 0o 00 0O0OOO O O O OO0 00 O 0

Cameroon Pygmies Baka 87 13 0 0 0 0O 0O0OO OO O OOWOTWUOTUO O 0

Cameroon Pygmies 88 5 0 0 0O OOOO OO O OOOT OO O 0
Baloka

Guanche Canaries Islands 71 32 0 0 00O 0OOO OO O OOTUOTW OT GO o 0

Egypt Arabs 102 44 0 0 00O 0OOOO O O OOO OO OT O O 0
Egypt Copt 100 30 0 0 00O 0OOOO O O OOOOTU O O 0
Gabon Fong 66 35 0 0 00O 0OOO OO O OOTUOTW OT GO O 0
Gabon Mitsogo 64 33 0 0 00O 0OOO OO O OOTUOTW OT GO o 0
Gabon Nzebi 63 42 0 0 00O 0OOOO O O OO OOTU O O 0
Guinea Bissau 372 76 0 1 0 0O 0 0 0 0 O O O O O O O O 0
Ivory coast Ahizi 129 54 0 0 OO OOO OO O OOTUOTU OTGO O 0
Ivory coast Yacouba 61 41 0o 0 0o 0o 0OOO OO O OOOU OO OO Oo 0
Kenya swabhili 200 1177 0 0 1 1 0 0 0 0 O O O O O O O O 0
Mali Malinke 60 48 0 0 0O0O0O0OOO O O OO OO0OTU O O 0
Moors Mauritania 64 1007 0 0 0 0O 0 0OOO O O O O O 0 O O 0
Morocco Berbers 181 07 0 0 0 0 O O OOO O OO 00O 0 0
Mozambique 416 3% 0 0 1 1 0 0 1 0 0O O 0 O O O O O 0
Rwanda Hutu 106 58 0 0o 0O0O0OOOO O O OOO OO OT O O 0
Sao Tome 103 61 0 0 00O OOO OO O OOTUOTU OTGO O 0
Senegal Mendenka 119 50 0O 0 00O OO O OO O OO O0OO0OU0 o 0
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Senegal Wolof
South Africa Kung
Tanzania Hadza
Tanzania Sandawe
Zimbabwe
Tunisia

Algeria

Sahawari

Samar Tunisia
Ethiopia Amharic
Sudan-Nubia
Tunisia various

Morocco Berbers
Bourhiah

Morocco Berbers Figuig
Egypt Berbers Siwa
Lybia various

Ethiopia various
Thailand various
Vietnam

Adonara

Flores

Banjamarsin

New Guinea Highlands
Solomon islands

Bali

Sumatra Medan
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Philippins

Iban

Malay Kuala-Lumpur
Malay Singapore
New Guinea Gidra
Bismark Archipelago
Vanuatu

Socotra

Iran

Syria

Yemen

Israel

Kurds

Cyprus

Irak

Iranians

Dubai

Israel Druzes
Turkey various
Jordan

Iran Kurds
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Saudi Arabia
Bangladesh
Guijarat
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65
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45
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Tamils Nadu
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Western Bengal
Sri Lanka
Hindus India
Sicily

Galicia
Catalan
Andalusia
Portuguese
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Greece

427
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46
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54
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114

207

134
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59
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Table S21.Shared HVI unique haplotypes between the Anteonypmpulations from the database
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