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S1 Figure. Map showing the position of primer pairs for long-range PCRs. The outer circle shows the positions of the 18 primer pairs for long-range PCRs. The second circle shows the re-sequenced parts of the chloroplast genomes after long-range PCR. The innermost circle represents the length of the Larix gmelinii and Larix cajanderi chloroplast genome in kilo base pairs (kb).
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