
	Genus
	Raw sequences
	Proportion of total sequences
	Mean relative abundance per sample
	No. subjects where dominant
	Number of OTUs

	Actinomyces
	2118108
	51.10%
	50.36%
	24
	1515

	Rothia
	1440743
	34.76%
	34.23%
	14
	1526

	Mycobacterium
	258028
	6.23%
	4.69%
	2
	355

	Unidentified
	138637
	3.34%
	1.27%
	0
	437

	Nocardia
	102940
	2.48%
	3.46%
	1
	75

	Bifidobacterium
	84611
	2.04%
	3.13%
	1
	42

	Streptomyces
	1083
	0.03%
	0.30%
	0
	1

	Propionibacterium
	847
	0.02%
	<0.01%
	0
	4

	Nocardioides
	14
	<0.01%
	<0.01%
	0
	4

	Rhodococcus
	6
	<0.01%
	<0.01%
	0
	1

	Gordonia
	2
	<0.01%
	<0.01%
	0
	1
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