S1 Table. Summary of copper rockfish (Sebastes caurinus) Trinity de novo assembly and
BLAST annotations.

Total contigs (“genes”) 56,992
Total isoforms 90,804
Total bp in assembly 121,945,631
N50 2,536
Minimum contig length 201
Maximum contig length 59,752
Median contig length 711
Average contig length 1,343
SD contig length 1,571
Total contigs with match to SwissProt 30,059 (52.7%)




