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Abstract

Background: Tuberculosis is one of the world’s leading killers, stealing 1.4 million lives and causing 8.7 million new
and relapsed infections in 2011. The only vaccine against tuberculosis is BCG which demonstrates variable efficacy
in adults worldwide. Human infection with Mycobacterium tuberculosis results in the influx of inflammatory cells to the
lung in an attempt to wall off bacilli by forming a granuloma. Gr1intCD11b+ cells are called myeloid-derived suppressor
cells (MDSC) and play a major role in regulation of inflammation in many pathological conditions. Although MDSC
have been described primarily in cancer their function in tuberculosis remains unknown. During M. tuberculosis
infection it is crucial to understand the function of cells involved in the regulation of inflammation during granuloma
formation. Understanding their relative impact on the bacilli and other cellular phenotypes is necessary for future
vaccine and drug design.
Methodology/Principal Findings: We compared the bacterial burden, lung pathology and Gr1intCD11b+ myeloid-
derived suppressor cell immune responses in M. tuberculosis infected NOS2-/-, RAG-/-, C3HeB/FeJ and C57/BL6
mice. Gr-1+ cells could be found on the edges of necrotic lung lesions in NOS2-/-, RAG-/-, and C3HeB/FeJ, but were
absent in wild-type mice. Both populations of Gr1+CD11b+ cells expressed high levels of arginase-1, and IL-17,
additional markers of myeloid derived suppressor cells. We then sorted the Gr1hi and Gr1int populations from M.
tuberculosis infected NOS-/- mice and placed the sorted both Gr1int populations at different ratios with naïve or M.
tuberculosis infected splenocytes and evaluated their ability to induce activation and proliferation of CD4+T cells. Our
results showed that both Gr1hi and Gr1int cells were able to induce activation and proliferation of CD4+ T cells.
However this response was reduced as the ratio of CD4+ T to Gr1+ cells increased. Our results illustrate a yet
unrecognized interplay between Gr1+ cells and CD4+ T cells in tuberculosis.
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Introduction

Tuberculosis is the primary cause of death from a bacterial
disease, and is further exacerbated by the very extensive
incidence of latent disease, as well as the emergence of drug-
resistant forms of the bacillus [1,2]. Animal models have
provided much information regarding the pathogenesis and
host response to the disease process [3], but a limitation of the
most widely used model, the mouse, is the lack of lung
necrosis [4], the hallmark of human tuberculosis. Necrosis is
the central and eventually fatal event in the pathogenesis of the
disease [5-7] and provides a safe niche in which bacilli
surviving the initial wave of acquired immunity can persist

[5,8,9]. If, as in humans and in some cases guinea pigs [10] the
lesion cavitates, further transmission of the disease can ensue.

That is not to say however that some more recently
described inbred mouse models do not develop necrosis.
Chronically infected mice on the C3Heb/FeJ background, for
instance, gradually develop degenerating lesions. Mice in
which genes have been deleted for gamma interferon, B and T
cells [11], GM-CSF [12], and NOS2 [13] all develop severe lung
necrosis after low dose aerosol infection. More recently, it has
been shown that C3HeB/FeJ and I/St murine strains undergo
pulmonary lung necrosis during M. tuberculosis infection
[14,15].

There is increasing evidence that Gr1+ neutrophils are
present in the granuloma and play a key role in the process of
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necrosis[5]. They are among the first cells to enter lesions
[16,17], where they degranulate to form microfoci of
eosinophilic debris which we suspect coalesce to form the
central necrosis in the characteristic granuloma structure. They
also produce reactive oxygen radicals which have little effect
on the bacilli but can damage the integrity of the local
vasculature and surrounding tissue [18]. Their influx drops as
acquired immunity expands [19] but if this wanes again, as can
be observed in the guinea pig during chronic infection [20], they
arrive anew. In human tuberculosis, they are the predominant
population found in the airways and contribute to airway
transmission [21]. Furthermore, markers associated with
neutrophils predominate in a transcriptional analysis of blood
from tuberculosis patients [22]. However, we have yet to fully
understand neutrophils role in M. tuberculosis disease.

In the studies reported here, we used flow cytometry and cell
sorting techniques to monitor the influx of granulocytes into the
lungs of necrosis prone mouse strains NOS2-/-, RAG-/-,
C3HeB/FeJ strains and wildtype C57BL/6 mice devoid of
necrosis. We tracked the influx of Gr1+ cells to the lungs and
demonstrate two distinct populations: one Gr-1hi, and a second,
quite substantial Gr-1int population. Gr-1int cells have been
described primarily in cancer, and are thought to be a more
immature cell type, but there is evidence they can modulate
both innate and acquired responses [23-25].These cells are a
heterogeneous group of myeloid cells that are capable of
regulation of inflammation in pathological conditions [26].
Ample evidence exists that MDSC have a reciprocal
relationship with CD4+ T cells being able to induce activation
and proliferation or suppression [26] Our studies demonstrate
Grhigh and Gr1int cells from necrosis-prone mice have properties
of MDSCs [27], such as expression of Ly6c, CD14, F4/80,
arginase I and IL-17. Furthermore, MDSCs from infected mice
are capable of inducing activation and proliferation of CD4+ T
cell cells and well as inhibiting proliferation showing a yet
unidentified role for these cells in tuberculosis.

Results

Evidence for an increase in CD11b+ but not CD11c+
cells in infected NOS2-/- mice

Flow cytometric analysis was performed on gene disrupted
and wild-type (WT) mice in order to analyze the influx of
leukocytes into the lungs. From day 30 onwards, a time at
which studies have previously demonstrated [13] that the gene
disrupted mice start to fail to contain the infection (Figure 1, F),
we observed an accelerated increase in cells staining positive
for CD11b+ but no significant differences in cells staining for
CD11b+ CD11c+ (Figure 1A, C). This was consistent with the
presence of granulocytes, as previously described [28].
Furthermore, the numbers of CD11c+ and CD4+ T cells (Figure
1B, D) were only affected at later time points during chronic
infection, whereas no difference was observed through the
course of infection for CD8+ T cells (Figure 1E).

Characterization of expression of Gr-1 delineates two
major populations

In contrast to C57BL/6, flow cytometric analysis clearly
identified two CD11b+ populations in the lungs of M.
tuberculosis infected NOS2 -/- mice after 30 days of infection
(Figure 2A, B). The populations of GD11bhigh and CD11blow cells
significantly differed in mean fluorescence intensity (MFI)
suggested by the difference in CD11b+ verses FSC (Figure
2C). Interestingly, these two CD11b+ populations also differed
in the degree of Gr1 expression: high Gr1 MFI was observed
for CD11b+ FSChigh, whereas CD11b+ FSClow cells had
intermediate Gr1 MFI (Figure 3 A, B). The increased
expression of Gr-1int CD11b+ FSClow population in the NOS2-/-
mice was associated with the increase in lung pathology
present during chronic disease on days 45 and 60 (Figure 2D).

Increase of Gr-1int CD11b+ FSClow population during
chronic disease in NOS2-/- mice

As shown in Figure 3, a dominant population of Gr-1+ cells
accumulating in the lungs of NOS2 -/- mice was identified as
Gr1high CD11b+ FSChigh (Figure 3A). However, when NOS2-/-
mice were examined the Gr-1 intCD11b +FSC low population was
increased compared to the C57/BL 6 controls (Figure 3 B). In
addition, NOS2-/- mice demonstrated a log mean increase in
both Gr1high CD11b+ FSChigh and Gr-1int CD11b+ FSClow cells
compared to wild-type C57/BL mice (Figure 3B, C). Based on
the high or low expression levels of the Gr1 isoform Ly6-C,
MDSCs are commonly divided into monocytic or granulocytic
MDSCs respectively. Upon further phenotypic analysis of the
two Gr1 populations present in NOS2 -/- mice, Gr1high CD11b+

FSChigh cells were shown to express high Ly6-C levels (Figure
3D). In contrast Gr-1int CD11b+ FSClow cells were Ly6-C low or
dim (Figure 3D). Additional markers such as CD14 and F4/80
were also expressed at higher levels in Gr1high Ly6-Chigh CD11b
+ FSChigh cells, further suggesting a monocytic origin to these
MDSCs (Figure 3D).

Evidence for two distinct morphologically different Gr1+

roles
To evaluate the kinetics of migration, localization and

morphology of Gr1+ cells in the lungs of infected NOS2 -/- mice,
immunohistochemical analysis was performed in tissues 45
days after infection. As shown in Figure 4, reactivity with anti-
Gr1 was predominantly localized to the rim of necrotic
granulomas (Figure 4A, red, arrow). Corroborating the flow
data, two distinct cellular populations could be observed to
stain with the anti-Gr1 antibody at higher magnifications (Figure
4A). As expected, neutrophils with multi-lobed nucleus were
easily identified infiltrating the necrotic granulomas (Figure 4A,
arrow, left panel). However, in addition large numbers of Gr1+
cells were also observed in close proximity to the fibrous
capsule (Fc) (Figure 4A, arrow, Fc), forming a clear boundary
between both regions. In contrast to neutrophils, the second
population of cells resembled monocytes with a unilobed
nucleus and a very extensive vacuolated cytoplasm. This
morphology is very similar to other reports describing
monocytic MDSCs in tumors or hypoxic conditions [29].

Gr1+CD11b+ Cells in Mice with Tuberculosis
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Arginase-1 activity plays a pivotal role in MDSCs function
[27]. Thus, the expression of arginase activity was evaluated
biochemically and through immunohistochemistry in the lungs
of NOS2 -/- and WT C57/BL6 mice. In contrast to WT C57/BL6
mice, arginase activity in the lungs of NOS2 -/- mice increased
linearly with disease progression (Figure 4B). At later time
points during chronic disease, arginase activity in NOS2 -/-
mice was almost 10-fold higher levels than WT (Figure 4B).
Consistent with this result, arginase-1 expression was detected
at higher levels in situ in the lungs of NOS2 -/- mice (Figure
4C). Arginase-1 expression was predominantly localized to the
rim surrounding necrotic granuloma, specifically in large
vacuolated cells with abundant cytoplasm. Figure 4D shows

co-localized staining of both Gr1+ and arginase-1 in NOS2 -/-
mouse lung tissues after 45 days of infection. Co-localized
staining of Gr1+ and arginase-1 demonstrates that Gr1+ cells
(Figure 4D lower right panel, arrow, red) and arginase-1
staining (Figure 4D, arrow, brown) are clearly co-localized on
the same cell.

Gr1int cells are increased in other murine models
showing lung necrosis

Given these observations, we posed the question as to
whether these observations were unique to the NOS2 -/-
model, or were a common feature in models in which lung

Figure 1.  Higher numbers of CD11b+ cells in the lungs of NOS2-/- KO mice.  Flow cytometry analysis was performed on single
cell suspensions obtained from lungs of WT C57/BL6 or NOS2-/- mice. In these mice increased numbers of CD11b+ cells but not
CD11b+CD11c+ cells could be observed as the infection progressed (A, B, C). In contrast, differences for CD11c+ and CD4+ cells
only became evident at later time points (B, D). No significant differences were observed for CD8+ cells (E). Results are expressed
as the mean values of log mean cell number (± SEM, n=5) in the lung. Bacterial burden (F) was enumerated at different time points
after a low dose aerosol infection with M. tuberculosis. As observed, bacterial burden in both murine strains is similar at early time
points after infection and diverges after 30 days of infection. Results are expressed as the mean Log 10 CFUs (±SEM, n=5) in the
lungs. Student t-test, * p<0.05, ** p<0.01, *** p<0.001.
doi: 10.1371/journal.pone.0080669.g001

Gr1+CD11b+ Cells in Mice with Tuberculosis
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necrosis occurs. To address this question, we used
immunocompetent C3HeB/FeJ mice and immunodeficient
Rag2 -/- mice as additional possible examples, given the
knowledge these both develop severe lung necrosis [19,30-32].
As shown in Figure 5, similar results were obtained in these
C3HeB/FeJ (Figure 5A, B), Rag2 -/- (Figure 5C, D) and NOS-/-
mice (Figure 5F, G). In infected Rag2 -/- mice a very prominent
Gr-1intCD11b+ population was by far the largest (Figure 5A, B).
In C3HeB/FeJ mice, two clearly distinct Gr1+ CD11b+

populations of relatively equal size were only observed in the
necrotic-prone C3HeB/FeJ mice but not in control C3H/HeOuJ
devoid of necrosis (Figure 5C, D). Lastly, in NOS-/- mice
compared to wild-type mice two clearly distinct Gr1+ CD11b+

 populations were observed with the Gr-1intCD11b+ population
being larger than the Gr-hiCD11b+ (Figure 5F, G) population.

Enhanced arginase-1 activity is also present in the
lungs of necrotic-prone C3HeB/Fe and NOS -/- mice

L-arginine is catabolized either by arginase or nitric oxide
synthase [27]. The absence of nitric oxide synthase in NOS2 -/-
mice could therefore explain the enhanced arginase activity
shown in Figure 4 B. However, enhanced arginase activity
could be a common event present in other necrotic models that
have increased Gr1int cells. Thus, arginase activity was also
evaluated in C3HeB/FeJ. Importantly, at later time points,
arginase activity was also upregulated in necrotic-prone
C3HeB/FeJ but not in control C3H/HeOuJ (Figure 5 E). These

Figure 2.  Two populations of CD11b+ cells based on FSC analysis.  As suggested by FSC analysis, the increased number of
CD11b+ cells present in NOS2 -/- mice could be separated in two populations based on cell size (A, B). Both populations of CD11b+

FSChigh cells and CD11b+FSClow cells are significantly increased in NOS2 -/- mice compared to C57/BL/6 mice (A, B). Contour plot is
representative of day 45 after infection. FSC analysis clearly identified two CD11b+ populations in the lungs of NOS2 -/- mice (C).
Results are expressed as the mean values fluorescence intensity (± SEM, n=5) in the Lung, Student t-test, *** p<0.001. Necrotic
granulomas are only present in the lungs of NOS2 -/- mice (D). At different time points after infection, lungs were harvested and
stained with H&E after fixation and paraffin embedding. For both murine strains, lesions are not present at day 15 after infection.
Starting day 30, necrotic granulomas become evident in the lungs of NOS2 -/- mice but not WT C57BL/6. As observed at day 45
and 60, necrotic granulomas coalesce leading to severe lung consolidation at day 60 when most NOS2 -/- are moribund.
doi: 10.1371/journal.pone.0080669.g002

Gr1+CD11b+ Cells in Mice with Tuberculosis
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results suggest that Gr1+ arginase I+ cells located in the region
close to the fibrous capsule could be participating in regulation
of inflammation.

Sorted Gr1 cells induce activation of Th17 cells and
CD4 proliferation

In an attempt to further characterize Gr1int and Gr1hi cell
function during tuberculosis infection we conducted cell sorting
of Gr1int and Gr1hi cells from naïve and infected NOS-/- mice.
Figure 6 A, demonstrates pre-sorted Gr1+CD11b+ cells which

were then further characterized. Gr1hi and Gr1int sorted cells
(Figure 6 B, C) both demonstrated high expression of
arginase-1 and IL-17.

We then evaluated if sorted Gr1+ cells obtained from M.
tuberculosis infected NOS2-/- mice, could modulate T cell
activity as reported for MDSCs [26,33]. For this purpose, sorted
Gr1high and Gr1int cells were separately co-incubated with either
naïve splenocytes or splenocytes obtained from M.
tuberculosis infected mice and thereafter evaluated for markers
of activation CD69, memory CD44hi and proliferation CFSE.
After 2 days of culture, T cell cytokine production and surface

Figure 3.  Gr1int CD11b+ FSClow cells predominate in the lungs of NOS2-/- mice.  Further analysis of CD11b+FSClow and CD11b
+FSChigh cells was performed by staining with anti-Gr1 antibody. As determined by mean fluorescence intensity, CD11b+FSChigh had
significantly higher Gr1 expression than CD11b+FSClow (A). Starting at early time points NOS2-/- mice but not WT C57BL/6 mice
have a significant number of cells giving an intermediate staining pattern for Gr-1 (B). At later time points, the influx of CD11b
+FSChigh cells into the lungs of NOS2 -/- mice is also enhanced (C). Results are expressed as the Log mean cell number (± SEM,
n=5) in the lung. Gr1high CD11b+ FSChigh cells express markers compatible with a monocytic lineage. Both populations of Gr1
expressing cells were further analyzed by flow cytometry using the monocytic markers Ly6C, CD14 and F4/80 (D). As determined
by the mean fluorescence intensity for these markers, a more precise phenotype for these two cellular populations would be Gr1high

CD11b+ FSChigh Ly6Chigh CD14+ F4/80+ and Gr1int CD11b+ FSClow Ly6Clow CD14low F4/80low, compatible with a monocytic and
granulocytic lineage, respectively. Results are expressed as the log mean cell number (± SEM, n=5) in the Lung. ***Student t test, *
p<0.05, ** p<0.01, *** p<0.001.
doi: 10.1371/journal.pone.0080669.g003

Gr1+CD11b+ Cells in Mice with Tuberculosis
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activation markers were evaluated by flow cytometry.
Surprisingly, both populations of sorted Gr1+ cells activated
CD4+ but not CD8+ T cells (not shown), from naïve and infected
animals (Figure 7A, B, C, D). In addition, co-incubation with
Gr1int cells led to a greater percent of CD4 T cells expressing

the activation marker CD69 (Figure 7B, D). Interestingly,
activated CD4 T cells produced the cytokine IL-17 A/F but not
IFN-γ or IL-10 (data not shown), suggesting a polarization to
Th17 type T cells. Co-incubation with Gr1hi cells led to a greater
percent of CD4 T cells expressing the activation marker CD69

Figure 4.  Peripheral localization and distinct morphology of Gr1+ cells present in necrotic lungs.  Anti-Gr1
immunohistochemistry was performed to determine the location of Gr1+ cells surrounding necrotic lesions in the NOS2 -/- mice. As
observed in low magnification (4x), anti-Gr1 labeling was predominantly localized in the periphery or rim of these structures (red,
arrows, A). At higher magnification (100x), two distinct cellular morphologies could be observed for cells staining with anti-Gr1. In
the left panel, neutrophils with multi-lobed nucleus could readily be seen. However, particularly in close apposition to the fibrotic
capsule, cells were seen that had abundant and vacuolated cytoplasms as well as a unilobed nucleus, consistent with the
morphology of MDSCs. Arginase activity was biochemically detected in the lungs of NOS2 -/- mice but minimally WT controls (B).
As disease progressed in NOS2 -/-, more arginase activity could be detected compared to wild-type mice (B).Results are expressed
as the mean values of arginase activity (± SEM, n=5) in the Lung. **Student t-test, p<0.01 and ***Student t-test, p<0.001. Anti-
arginase-1 immunohistochemistry was performed to determine its expression by inflammatory cells in the lungs of NOS2-/- mice.
Similar to the anti-Gr1 staining, at low magnification (4x), robust arginase-1 expression was detected in cells located in the rim of
necrotic granulomas (C, left panel). At higher magnification (100x), arginase-1 expression was limited to highly vacuolated cells
containing abundant cytoplasm (C, right panel). Panel D shows co-localized staining of both Gr1+ and arginase-1 in NOS2 -/-
mouse lung tissues after 45 days of infection. At higher magnification (100x), co-localized staining of Gr1+ and arginase-1
demonstrates that Gr1+ cells (D lower right panel, arrow, red) and arginase-1 staining (D, arrow, brown) are clearly co-localized on
the same cell.
doi: 10.1371/journal.pone.0080669.g004
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and IL-17 at lower splenocyte to Gr1hi ratios, however as the
ratio of splenocytes increased CD4+CD69+IL-17 activation
decreased (Figure 7A, C).

Studies were then conducted to evaluate if the sorted Gr1int

or Gr1hi cells from NOS-/- mice were able to induce
proliferation. Figure 7 E and F demonstrates co-incubation with
either population of sorted Gr1+ cells enhanced the proliferation
of CD4 T cells (Figure 7E and F) at lower Gr1+ to splenocyte
ratios but not CD8 T cells (not shown). Curiously, we noted as
the ratio of Gr1hi and Gr1int to splenocyte increased reduced
proliferation occurred (Figure 7E, F).

Discussion

The results of this study provide further evidence that cells
expressing intermediate levels of the Gr1 marker are a
predominant subset of cells accumulating in the lungs of mice
developing lung necrosis due to their inability to control
infection with M. tuberculosis, whereas these cells appear to be
in low numbers in similarly infected wild-type mice devoid of
necrosis formation. In addition, we demonstrated this in NOS2
-/- mice and C3HeB/FeJ mice, but also in Rag2 -/- mice, the
latter indicating that this response was independent of the need
to generate acquired immunity. Furthermore, the presence of
both populations of Gr1+ cells was associated with the

Figure 5.  Significant numbers of Gr1int CD11b+ cells were also found in RAG2-/- and C3HeB/FeJ mice.  The influx of
Gr1intCD11b+ cells was evaluated in immunocompromised RAG-/- (A), and immunocompetent C3HeB/FeJ mice (C) and NOS-/- (F).
Again, large numbers of Gr1intCD11b+ cells were observed in these three mouse strains and significant differences were observed in
the Gr1+ MFI (B, D, G). Similar to NOS2 -/- mice, arginase activity was also increased in C3HeB/FeJ undergoing lung necrosis (E).
In contrast, C3H/HeOuJ did not have major arginase activity. Similar to NOS2 -/- mice, arginase activity was also increased in
C3HeB/FeJ undergoing lung necrosis (E). Results are expressed as the mean values of mean fluorescence intensity (MFI) or
arginase activity (± SEM, n=5) in the Lung. **Student t-test, p<0.001.
doi: 10.1371/journal.pone.0080669.g005

Gr1+CD11b+ Cells in Mice with Tuberculosis
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expression of high levels of arginase-1, a key enzyme
modulating the immune response by depleting arginine.

We strongly suspect that neutrophils are the main cause of
necrosis in both the mouse and guinea pig models of
tuberculosis [3,5,34], and this is further emphasized by studies
in humans [21,22]. To date we were assuming that our
observations in NOS2 -/- and other murine models were due to
the influx of neutrophils, based on simply measuring “Gr1-
positive” cells, but clearly our current concept needs to be
significantly modified based on the observations here that Gr1hi

and Gr1int cells represent two distinct granulocyte subsets.
Whereas some of the Gr1+ cells are clearly neutrophils, an

additional population of Gr1+ subsets, fall into the category of
myeloid derived suppressor cells. These recognized as either a
monocytic or granulocyte-like population that are implicated in
the failure to control the growth of tumors [24], and also play a

vital role in the control of chronic inflammatory diseases and
autoimmunity. In the case of infectious diseases and
specifically Mycobacterium tuberculosis, very little is known
about these Gr1int and Gr1high cells and their role remains
unknown. Certain disease states, such as those caused by
Pseudomonas [35,36] seem to strongly induce MDSC, as does
viral infection with HIV and SIV [24,37,38]. In the context of
BCG vaccination, it was reported that MDSCs could be
affecting vaccine efficacy through a nitric oxide dependent
mechanism [39] and were unable to kill BCG or M. smegmatis.
In addition, these studies showed they impaired T cell priming
in the lymph node. Our results demonstrated that as the ratio of
Gr1high cells to splenocytes increased reduced proliferation was
present. Furthermore in other chronic infections such as
Trypanosoma cruzi and lupus prone MRL-Fas mice MDSC
mediated suppression of CD4+ T cell proliferation [26,33,40].

Figure 6.  Gr1int and Gr1hi cells sorted from M. tuberculosis infected NOS-/- mice expressed arginase I and IL-17.  Specific
populations of Gr1int or Gr1hi cells were sorted from infected NOS-/- mice in an attempt to further characterize Gr1int and Gr1hi cell
function during tuberculosis using flow cytometry. Panel A, demonstrates pre-sorted Gr1+CD11b+ cells which were then further
characterized. Gr1hi and Gr1int sorted cells (B, C) both demonstrated high expression of arginase I and IL-17. Panel D shows the
isotype controls for arginase-1 and IL-17A.
doi: 10.1371/journal.pone.0080669.g006

Gr1+CD11b+ Cells in Mice with Tuberculosis
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However, in agreement with our observation in Wild-type
C57BL/6 and C3H/HeOuJ, Gr1int cells represented a minority of
the total CD11b+ cells. In contrast, Gr1int cells were increased
only in tuberculosis murine models undergoing necrosis.

MDSCs appear to be able to modulate T cell functions
[41,42], and may possibly trigger regulatory T cells [38], an
increasingly important subset in tuberculosis [3,43,44], and this
could be interpreted as a mechanism to limit inflammation in
the lungs and hence reduce lung damage. This is far from clear
however, and while a report [41] shows protection against
sepsis by adoptive transfer of these cells, another shows that
transfer into normal mice damages the lungs [36].
Mechanistically, the immunomodulatory activity present in

MDSCs has been principally attributed to the expression of
arginase and nitric oxide synthase [24,27]. Arginine depletion
leads to decreased T cell expression of CD3ζ in tuberculosis
and cancer patients [45-48], and can cause T cell growth arrest
[49]. In the current tuberculosis murine models, arginase
activity correlated with the development of lung necrosis and
the presence of Gr1int cells. In fact, arginase-1 was co-localized
to the rim of necrotic granulomas where Gr1+ cells were also
detected. In our studies in necrosis prone mice we identified
large, vacuolated cells with a monocytic morphology,
expressing arginase-1 and IL-17 cells identified by flow
cytometry. However, further studies are required to determine
the nature of the arginase-1 expressing cells. The presence of

Figure 7.  Gr1int and Gr1hi cells sorted from M. tuberculosis infected NOS-/- mice activate Th17 cells and induce
proliferation of CD4+ T cells.  Specific populations of Gr1int or Gr1hi cells were sorted from infected NOS-/- mice and placed into in
vitro cultures with increasing numbers of either stimulated naïve or infected splenocytes. After 2 days of incubation T cells were
evaluated for activation and memory profiles (A-D). Panel A -D shows lower ratios of Gr1high (A and C) or Gr1int (B and D) induce
increased the percentage of activation of CD4+CD69+IL-17+ and memory CD4+CD44+IL-17+, when co-incubated with naïve (A and B)
or M. tuberculosis infected splenocytes (C and D), respectively. Panel E and F shows Gr1 high and Gr1int induced of proliferating CD4
T cells. However, as the splenocyte to Gr1high or Gr1int ratio increased the percentage of CD4+ proliferation was reduced. Results
are expressed as the mean values of mean percentage of CD4+CD69+IL-17+, CD4+CD44+IL-17+ and proliferation. ANOVA and the
Tukey post-test. *p<0.05, **p<0.01, ***p<0.001.
doi: 10.1371/journal.pone.0080669.g007
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arginase-expressing cells surrounding necrotic areas has been
previously reported for other models, including human
tuberculosis [50,51]. It would be interesting to evaluate if
arginase has a causal role in lung necrosis, by indirectly
affecting endothelial function in blood vessels in close proximity
to granulomas [52].

Even though most studies have reported that MDSCs
suppress the immune response, particularly T cells, in some
recent models it has emerged that MDSCs could actually
activate and induce proliferation of T cells. Interestingly and in
accordance with our results, in the experimental autoimmune
encephalomyelitis (EAE) model it was reported that MDSCs
activated Th17 cells. In turn, Th17 negatively affected the
outcome of EAE by increasing pathology. Mechanistically, it
was shown that Th17 induction in EAE was mediated by IL-1β.
Furthermore, a complex relationship between TH17 cells
producing IL-17 and MDSCs was recently unveiled in several
cancer models. IL-17 was shown to increase the MDSCs-
dependent induction of chronic inflammation by production of
IL-1 in the tumor microenvironments. In our model, it could be
envisioned that autocrine or paracrine IL-17 produced by Gr1+

or T cells, respectively could lead to inflammation and tissue
damage, as well as increased bacterial burden. This
uncontrolled tissue damage could also cause Gr1int cells
directly suppress other T cell subsets and to recruit regulatory
T cells. However, this would need further validation with either
IL-17 or IL-17R knockout mice or alternatively, with anti-IL-17
therapy. Our studies denoted as the splenocyte to Gr1high or
Gr1int ratio increased the percentage of CD4+ proliferation
reduced. These results suggest that Gr1+ subsets are either
capable of suppression under these circumstances or
alternatively the induced proliferation present at lower ratios
was diluted out. Finally, it was recently reported that the origin
of MDSCs could impact their immunomodulatory function.
Whereas MDSCs obtained from a chronic peritonitis model
activated T cells, peritoneal tumors induced MDSCs with
suppressive functions.

MDSC have been widely reported in human patients, mostly
in the context of cancer, and in fact as new data accumulates
there are probably subsets of MDSC themselves. The
importance of neutrophils in the human immune response to
tuberculosis is becoming more widely recognized, but what
proportion of these cells is actually MDSC instead has not to
our knowledge been investigated. Unfortunately, human
neutrophils do not express Gr1, but other markers such as
CD15, CD66b, CD115 and CD124 [53], could potentially allow
distinction between true human neutrophils and MDSC. The
role of Gr1+ cell subsets during M. tuberculosis infection merits
further investigation.

Materials and Methods

Animals and infections
Six to 9 weeks old C57BL/6, NOS2 -/-, RAG2 -/-, C3HeB/FeJ

and C3H/HeOuJ were purchased from the Jackson
Laboratories (Bar Harbor, ME). This work was approved by the
IACUC of Colorado State University. Animals were maintained
in a BSL-3 facility at Colorado State University and had ad

libitum access to water and chow. Mice were infected via
aerosol with a low dose (approximately 100 CFUs) of M.
tuberculosis H37Rv using a Glas-Col aerosol generator [27].

Bacterial enumeration
At the indicated time points, mice were humanely euthanized

via CO2 inhalation and organs harvested for CFU enumeration,
histology, and flow cytometry analysis. Organs were
homogenized in saline and serial dilutions were plated on 7H11
agar plates supplemented with OADC (BD Biosciences, San
Jose, CA). After 3-4 weeks incubation at 37°C, CFUs were
counted and the data expressed as the log10 numbers per
target organ.

Flow cytometry analysis
Cells were harvested from the lungs as described before

[34]. Briefly, during necropsy, lungs were perfused with heparin
(Sigma, St. Louis, MO). Thereafter, organs were minced and
incubated for 30 min at 37°C with collagenase and DNAseI
(Sigma), passed through a cell strainer and harvested by
centrifugation. For antibody staining, cells were initially
incubated with 10 µg/ml of FcBlock (anti-CD16/CD32, clone 93)
for 20 min at 4°C. Thereafter, cells were stained with the
following antibodies (all antibodies were from eBioscience, San
Diego, CA) for 20 min at 4°C in the presence of FcBlock: anti-
Gr1 (clone RB6-8C5), anti-CD11b (clone M1/70), anti-CD11c
(clone N418), anti-CD14 (clone Sa2-8), anti-F4/80 (clone BM8),
anti-Ly6-C (clone HK1.4), anti-CD4 (clone GK1.5), or anti-CD8
(clone 53-6.7). Data acquisition was performed on a LSR-II
flow cytometer (BD) and 100,000 events were analyzed. Data
was analyzed using FACSDiva version 6 (Becton Dickinson
Instrumentation).

Histology
Organs were perfused with 4% formaldehyde. Paraffin

embedded tissues were stained with Hematoxylin and Eosin
[27].

Immunohistochemistry
Paraffin embedded slides were processed and after de-

waxing with Histo-Clear (National Diagnostics, Atlanta, GA)
and decreasing concentrations of ethanol, antigen retrieval was
performed in a pressure cooker with DakoCytomation Target
Retrieval Solution (DakoCytomation, Carpinteria, CA).
Endogenous peroxidases and alkaline phosphatases were
inactivated for 10 min with BLOXALL™ (Vector Laboratories,
Burlingame, CA) and slides were blocked with 2.5% normal
goat serum (Vector Laboratories) for 1 hr. Thereafter, slides
were incubated O/N at 4°C with 1/40 rat anti-Gr1 (clone
RB6-8C5, eBioscience) or rat IgG2b (isotype control, clone
eB149/1OH5 eBioscience) diluted in 2.5% goat serum. After
washing slides with TBS, they were incubated for 1 hr at RT
with 1/1200 alkaline phosphatase-labeled, goat anti-rat IgG
(Santa Cruz Biotechnology, Dallas, TX) diluted in 2.5% normal
goat serum. The reaction was developed for 20 min with
Vector® Red Alkaline Phosphatase Substrate (Vector
Laboratories) and slides were counterstained with Hematoxylin
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QS (Vector Laboratories) for 30 sec. For arginase-1
expression, slides were processed similarly except for minor
modifications. In this case, slides were blocked with
ProteinBlock (DakoCytomation). The primary antibody was
sheep anti-arginase-1 IgG (R&D, Minneapolis, MN), the isotype
control was sheep IgG (R&D) and the secondary antibody was
peroxidase-labeled donkey anti-sheep/goat IgG (AbD Serotec).
Finally, the reaction was developed for 10 min with Liquid DAB
substrate (X Biogenex, Freemont, CA).

Protein quantification
Lung lysates were centrifuged at 4°C for 10 min at 13,000 x

g to remove debris and supernatants were quantified using the
BCA assay (Pierce, Rockford, IL).

Arginase activity
The level of arginase activity in lung lysates was performed

using the QuantiChrom™ Arginase Assay Kit (BioAssays
Systems, Hayward, CA). Briefly, protein concentration was
normalized to100 µg/ml. As a control, an aliquot of normalized
protein was heat-inactivated at 90°C for 10 min. Forty µl of
untreated or heat-inactivated sample was incubated at 37°C for
60 min with 10 µl of 5X reagent. Thereafter, the reaction was
processed as recommended by the manufacturer and analyzed
in a plate reader (BioRad, Hercules, CA) at an absorbance of
430 nm. The absorbance of the heat-inactivated sample was
subtracted from the respective untreated sample and then
compared to urea standards. Activity is expressed as mU/mg of
protein.

Cell sorting
To sort Gr1int and Grhigh, single cell suspensions were

obtained from lungs as described above. After incubating with
5 µg/ml of Fc block (eBioscience) for 20 min at 4°C, cells were
stained with PeCy7-labeled anti-CD11b (clone M1/70,
eBioscience) and Alexa 700 labeled anti-Gr1 (clone RB6-8C5,
eBioscience) as described above. Thereafter, cells were
stained with 0.5 µg/ml 7-AAD (Invitrogen) for 5 min and sorted
using a FACS Aria III (BD Biosciences) using the following
strategy: doublets were gated out by FSC-A vs FSC-H and 7-
AAD+ dead cells were excluded from the singlets population
using FL3. Live singlets expressing CD11b+ were then
analyzed based on FSC-A vs Gr1, in order to sort the two
populations of Gr1high and Gr1int. Sorted cells were analyzed for
purity in a FACSAria. Additionally, cytokine production and
arginase-1 expression was evaluated for both populations of
freshly sorted Gr1+ cells, as follows: cells were incubated for 1
h at 37°C in a CO2 incubator with 2 µM monensin and 3 µg/ml
brefeldin (eBioscience). After fixation and permeabilization
using Fix/Perm and 1x permeabilization buffer, respectively
(eBioscience), intracellular staining was performed with
Alexa488-labeled anti-IL17A and F (clones TC11-18H10.1 and
9De.1C8, Biolegend) or FITC-labeled anti-arginase (R&D,
same clone as for immunohistochemistyr), APC-labeled anti-

IL-10 (clone JES5-16E3, eBioscience) or Alexa647-labeled
anti-IL-12 (clone C17.8, eBioscience). As controls, cells were
also labeled with the respective isotype control.

Biological assays with sorted Gr1 populations
Cytokines and activation markers: T cells were obtained from

naïve or M. tuberculosis infected mice. Thereafter, naïve T
cells were stimulated with 0.5 and 5 µg/ml of anti-CD3 and anti-
CD28, respectively. Gr1high or Gr1int cells were separately co-
cultured at 37°C in a CO2 incubator with increasing ratios of
splenocytes for 48 h. Cells were then incubated for 1 h at 37°C
in a CO2 incubator with 2 µM monensin and 3 µg/ml brefeldin
(eBioscience). Surface staining was performed with Alexa700-
labeled anti-CD4 (clone RM 4-5) or Alexa700-labeled anti-CD8
(clone 53-6.7, eBioscience), Alexa 405-labeled anti-CD44
(clone IM7, eBioscience), PerCP-labeled anti-CD69 (clone
H1.2F3, eBioscience) and APC-labeled anti-CD62L (clone
MEL-14, eBioscience) followed by fixation and permeabilization
as described above. In addition to the previously mentioned
intracellular cytokines, cells were also stained with PE-Cy7
labeled-anti-IFN-γ (clone XMG1.2, eBioscience). Once again,
respective isotype controls were used to determine non-
specific binding.

Proliferation assay
T cells were obtained as described above and stained with

CFSE (Invitrogen), following their protocol. Briefly, T cells were
stained with 10 µM CFSE for 10 min at 37°C and after
quenching the reaction with 3 volumes of medium, cells were
washed 3 times with PBS. Stained T cells were incubated with
increasing ratios of T cells per Gr1high or Gr1int cell for 7 days at
37°C in a CO2 incubator. Cells were then surfaced stained with
PerCP-labeled anti-CD4 (same clone as above), Pe-Cy7-
labeled anti-CD8 (same clone as above) and APC-labeled anti-
CD3 e (clone 145-2C11, eBioscience) and analyzed using an
LSR-II after gating on CD3+ CD4+ or CD3+CD8+.Proliferation
was evaluated as a decrease in FL1 fluorescence over the
basal conditions (in the absence of Gr1+ cells).

Statistical analysis
Data are presented using the mean values from 5 mice per

group and from values from replicate samples and duplicate or
triplicate assays. Two-tailed, unpaired Student t-test or ANOVA
was performed using GraphPad Prism 4 (GraphPad software,
San Diego, CA). Significance was considered below p<0.05.

Author Contributions

Conceived and designed the experiments: DJO IMO.
Performed the experiments: AOH MHT. Analyzed the data:
AOH MHT. Contributed reagents/materials/analysis tools: DJO.
Wrote the manuscript: AOH DJO IMO. Revised the manuscript
critically for important intellectual content: DJO IMO.

Gr1+CD11b+ Cells in Mice with Tuberculosis

PLOS ONE | www.plosone.org 11 November 2013 | Volume 8 | Issue 11 | e80669



References

1. Jassal MS, Bishai WR (2010) Epidemiology and challenges to the
elimination of global tuberculosis. Clin Infect Dis 50 (Suppl 3): S156-
S164. doi:10.1086/651486. PubMed: 20397943.

2. Raviglione M, Marais B, Floyd K, Lönnroth K, Getahun H et al. (2010)
Scaling up interventions to achieve global tuberculosis control:
progress and new developments. Lancet 379: 1902-1913. PubMed:
22608339.

3. Orme IM (2011) Development of new vaccines and drugs for TB:
limitations and potential strategic errors. Future Microbiol 6: 161-177.
doi:10.2217/fmb.10.168. PubMed: 21366417.

4. Orme IM (2003) The mouse as a useful model of tuberculosis.
Tuberculosis (Edinb, Scotland) 83: 112-115. doi:10.1016/
S1472-9792(02)00069-0. PubMed: 12758199.

5. Basaraba RJ (2008) Experimental tuberculosis: the role of comparative
pathology in the discovery of improved tuberculosis treatment
strategies. Tuberculosis (Edinb) 88 (Suppl 1): S35-S47. doi:10.1016/
S1472-9792(08)70035-0. PubMed: 18762152.

6. Basaraba RJ, Orme IM (2010) Pulmonary tuberculosis in the guinea
pig. In: FY LeongV DartoisDT Baton Rouge, A Color Atlas of
comparative pathology of pulmonary tuberculosis. CRC Press.

7. Ehlers S, Schaible UE (2000) The granuloma in tuberculosis: dynamics
of a host-pathogen collusion. Frontiers in Immunology 3:411.

8. Hoff DR, Ryan GJ, Driver ER, Ssemakulu CC, De Groote MA et al.
(2011) Location of intra- and extracellular M. tuberculosis populations in
lungs of mice and guinea pigs during disease progression and after
drug treatment. PLOS ONE 6: e17550. doi:10.1371/journal.pone.
0017550. PubMed: 21445321.

9. Ordway DJ, Shanley CA, Caraway ML, Orme EA, Bucy DS et al. (2010)
Evaluation of standard chemotherapy in the guinea pig model of
tuberculosis. Antimicrob Agents Chemother 54: 1820-1833. doi:
10.1128/AAC.01521-09. PubMed: 20160055.

10. Dharmadhikari AS, Basaraba RJ, Van Der Walt ML, Weyer K,
Mphahlele M et al. (2011) Natural infection of guinea pigs exposed to
patients with highly drug-resistant tuberculosis. Tuberculosis (Edinb,
Scotland) 91: 329-338. PubMed: 21478054.

11. Cooper AM, Dalton DK, Stewart TA, Griffin JP, Russell DG et al. (1993)
Disseminated tuberculosis in interferon gamma gene-disrupted mice. J
Exp Med 178: 2243-2247. doi:10.1084/jem.178.6.2243. PubMed:
8245795.

12. Gonzalez-Juarrero M, Hattle JM, Izzo A, Junqueira-Kipnis AP, Shim TS
et al. (2005) Disruption of granulocyte macrophage-colony stimulating
factor production in the lungs severely affects the ability of mice to
control Mycobacterium tuberculosis infection. J Leukoc Biol 77:
914-922. doi:10.1189/jlb.1204723. PubMed: 15767289.

13. Cooper AM, Pearl JE, Brooks JV, Ehlers S, Orme IM (2000) Expression
of the nitric oxide synthase 2 gene is not essential for early control of
Mycobacterium tuberculosis in the murine lung. Infect Immun 68:
6879-6882. doi:10.1128/IAI.68.12.6879-6882.2000. PubMed:
11083808.

14. Eruslanov EB, Lyadova IV, Kondratieva TK, Majorov KB, Scheglov IV
et al. (2005) Neutrophil responses to Mycobacterium tuberculosis
infection in genetically susceptible and resistant mice. Infect Immun 73:
1744-1753. doi:10.1128/IAI.73.3.1744-1753.2005. PubMed: 15731075.

15. Pan H, Yan BS, Rojas M, Shebzukhov YV, Zhou H et al. (2005) Ipr1
gene mediates innate immunity to tuberculosis. Nature 434: 767-772.
doi:10.1038/nature03419. PubMed: 15815631.

16. Turner OC, Basaraba RJ, Frank AA, Orme IM (2003) Granuloma
formation in mouse and guinea pig models of experimental
tuberculosis. Granulomatous Infections and Inflammation: Cellular and
molecular mechanisms. DL Boros. Washington, D.C.: ASM Press;
65-84.

17. Turner OC, Basaraba RJ, Orme IM (2003) Immunopathogenesis of
pulmonary granulomas in the guinea pig after infection with
Mycobacterium tuberculosis. Infect Immun 71: 864-871. doi:10.1128/
IAI.71.2.864-871.2003. PubMed: 12540568.

18. Palanisamy GS, Kirk NM, Ackart DF, Shanley CA, Orme IM et al.
(2011) Evidence for oxidative stress and defective antioxidant response
in guinea pigs with tuberculosis. PLOS ONE 6: e26254. doi:10.1371/
journal.pone.0026254. PubMed: 22028843.

19. Nandi B, Behar SM (2011) Regulation of neutrophils by interferon-
gamma limits lung inflammation during tuberculosis infection. J Exp
Med, 208: 2251-2262. doi:10.1084/jem.20110919. PubMed: 21967766.

20. Ordway D, Palanisamy G, Henao-Tamayo M, Smith EE, Shanley C et
al. (2007) The cellular immune response to Mycobacterium tuberculosis
infection in the guinea pig. J Immunol 179: 2532-2541. PubMed:
17675515.

21. Eum SY, Kong JH, Hong MS, Lee YJ, Kim JH et al. (2012) Neutrophils
are the predominant infected phagocytic cells in the airways of patients
with active pulmonary TB. Chest 137: 122-128. PubMed: 19749004.

22. Berry MP, Graham CM, McNab FW, Xu Z, Bloch SA et al. (2010) An
interferon-inducible neutrophil-driven blood transcriptional signature in
human tuberculosis. Nature 466: 973-977. doi:10.1038/nature09247.
PubMed: 20725040.

23. Mazzoni A, Bronte V, Visintin A, Spitzer JH, Apolloni E et al. (2002)
Myeloid suppressor lines inhibit T cell responses by an NO-dependent
mechanism. J Immunol 168: 689-695. PubMed: 11777962.

24. Gabrilovich DI, Nagaraj S (2009) Myeloid-derived suppressor cells as
regulators of the immune system. Nat Rev Immunol 9: 162-174. doi:
10.1038/nri2506. PubMed: 19197294.

25. Nagaraj S, Gabrilovich DI (2008) Tumor escape mechanism governed
by myeloid-derived suppressor cells. Cancer Res 68: 2561-2563. doi:
10.1158/0008-5472.CAN-07-6229. PubMed: 18413722.

26. Nagaraj S, Youn J-I, Gabrilovich DI (2013) Reciprocal Relationship
between Myeloid-Derived Suppressor Cells and T Cells. J Immunol
191: 17-23. doi:10.4049/jimmunol.1300654. PubMed: 23794702.

27. Raber P, Ochoa AC, Rodríguez PC (2012) Metabolism of L-arginine by
myeloid-derived suppressor cells in cancer: mechanisms of T cell
suppression and therapeutic perspectives. Immunol Investig 41:
614-634. doi:10.3109/08820139.2012.680634. PubMed: 23017138.

28. Gonzalez-Juarrero M, Shim TS, Kipnis A, Junqueira-Kipnis AP, Orme
IM (2003) Dynamics of macrophage cell populations during murine
pulmonary tuberculosis. J Immunol 171: 3128-3135. PubMed:
12960339.

29. Corzo CA, Condamine T, Lu L, Cotter MJ, Youn JI et al. (2009)
HIF-1alpha regulates function and differentiation of myeloid-derived
suppressor cells in the tumor microenvironment. J Exp Med 207:
2439-2453.

30. Driver ER, Ryan GJ, Hoff DR, Irwin SM, Basaraba RJ et al. (2012)
Evaluation of a mouse model of necrotic granuloma formation using
C3HeB/FeJ mice for testing of drugs against Mycobacterium
tuberculosis. Antimicrob Agents Chemother 56: 3181-3195. doi:
10.1128/AAC.00217-12. PubMed: 22470120.

31. Harper J, Skerry C, Davis SL, Tasneen R, Weir M et al. (2012) Mouse
model of necrotic tuberculosis granulomas develops hypoxic lesions. J
Infect Dis 205: 595-602. doi:10.1093/infdis/jir786. PubMed: 22198962.

32. Kramnik I (2008) Genetic dissection of host resistance to
Mycobacterium tuberculosis: the sst1 locus and the Ipr1 gene. Curr Top
Microbiol Immunol 321: 123-148. doi:10.1007/978-3-540-75203-5_6.
PubMed: 18727490.

33. Nagaraj S, Dmitry I (2012) Regulation of suppressive function of
myeloid-derived suppressor cells by CD4+ T cells MDSC and CD4+ T
cells. Semin Cancer Biol 22: 282-288. doi:10.1016/j.semcancer.
2012.01.010. PubMed: 22313876.

34. Ordway DJ, Orme IM (2009) Animal models of mycobacteria infection.
Curr Protoc Immunol Chapter 19: Unit 195. PubMed: 21809318

35. Rieber N, Brand A, Hector A, Graepler-Mainka U, Ost M et al. (2013)
Flagellin Induces Myeloid-Derived Suppressor Cells: Implications for
Pseudomonas aeruginosa Infection in Cystic Fibrosis Lung Disease. J
Immunol 190(3): 1276-1284. doi:10.4049/jimmunol.1202144. PubMed:
23277486.

36. Zhang C, Lei GS, Shao S, Jung HW, Durant PJ et al. (2013)
Accumulation of myeloid-derived suppressor cells in the lungs during
Pneumocystis pneumonia. Infect Immun 80: 3634-3641. PubMed:
22868498.

37. Gama L, Shirk EN, Russell JN, Carvalho KI, Li M et al. (2009)
Expansion of a subset of CD14highCD16negCCR2low/neg monocytes
functionally similar to myeloid-derived suppressor cells during SIV and
HIV infection. J Leukoc Biol 91: 803-816. PubMed: 22368280.

38. Vollbrecht T, Stirner R, Tufman A, Roider J, Huber RM et al. (2012)
Chronic progressive HIV-1 infection is associated with elevated levels
of myeloid-derived suppressor cells. AIDS (London, England)
26:F31-37.

39. Martino A, Badell E, Abadie V, Balloy V, Chignard M et al. (2010)
Mycobacterium bovis bacillus Calmette-Guerin vaccination mobilizes
innate myeloid-derived suppressor cells restraining in vivo T cell
priming via IL-1R-dependent nitric oxide production. J Immunol 184:
2038-2047. doi:10.4049/jimmunol.0903348. PubMed: 20083674.

40. Sköld M, Behar SM (2008) Tuberculosis triggers a tissue-dependent
program of differentiation and acquisition of effector functions by
circulating monocytes. J Immunol 181: 6349-6360. PubMed: 18941226.

41. Derive M, Bouazza Y, Alauzet C, Gibot S (2012) Myeloid-derived
suppressor cells control microbial sepsis. Intensive Care Med 38:
1040-1049. doi:10.1007/s00134-012-2574-4. PubMed: 22552586.

Gr1+CD11b+ Cells in Mice with Tuberculosis

PLOS ONE | www.plosone.org 12 November 2013 | Volume 8 | Issue 11 | e80669

http://dx.doi.org/10.1086/651486
http://www.ncbi.nlm.nih.gov/pubmed/20397943
http://www.ncbi.nlm.nih.gov/pubmed/22608339
http://dx.doi.org/10.2217/fmb.10.168
http://www.ncbi.nlm.nih.gov/pubmed/21366417
http://dx.doi.org/10.1016/S1472-9792(02)00069-0
http://dx.doi.org/10.1016/S1472-9792(02)00069-0
http://www.ncbi.nlm.nih.gov/pubmed/12758199
http://dx.doi.org/10.1016/S1472-9792(08)70035-0
http://dx.doi.org/10.1016/S1472-9792(08)70035-0
http://www.ncbi.nlm.nih.gov/pubmed/18762152
http://dx.doi.org/10.1371/journal.pone.0017550
http://dx.doi.org/10.1371/journal.pone.0017550
http://www.ncbi.nlm.nih.gov/pubmed/21445321
http://dx.doi.org/10.1128/AAC.01521-09
http://www.ncbi.nlm.nih.gov/pubmed/20160055
http://www.ncbi.nlm.nih.gov/pubmed/21478054
http://dx.doi.org/10.1084/jem.178.6.2243
http://www.ncbi.nlm.nih.gov/pubmed/8245795
http://dx.doi.org/10.1189/jlb.1204723
http://www.ncbi.nlm.nih.gov/pubmed/15767289
http://dx.doi.org/10.1128/IAI.68.12.6879-6882.2000
http://www.ncbi.nlm.nih.gov/pubmed/11083808
http://dx.doi.org/10.1128/IAI.73.3.1744-1753.2005
http://www.ncbi.nlm.nih.gov/pubmed/15731075
http://dx.doi.org/10.1038/nature03419
http://www.ncbi.nlm.nih.gov/pubmed/15815631
http://dx.doi.org/10.1128/IAI.71.2.864-871.2003
http://dx.doi.org/10.1128/IAI.71.2.864-871.2003
http://www.ncbi.nlm.nih.gov/pubmed/12540568
http://dx.doi.org/10.1371/journal.pone.0026254
http://dx.doi.org/10.1371/journal.pone.0026254
http://www.ncbi.nlm.nih.gov/pubmed/22028843
http://dx.doi.org/10.1084/jem.20110919
http://www.ncbi.nlm.nih.gov/pubmed/21967766
http://www.ncbi.nlm.nih.gov/pubmed/17675515
http://www.ncbi.nlm.nih.gov/pubmed/19749004
http://dx.doi.org/10.1038/nature09247
http://www.ncbi.nlm.nih.gov/pubmed/20725040
http://www.ncbi.nlm.nih.gov/pubmed/11777962
http://dx.doi.org/10.1038/nri2506
http://www.ncbi.nlm.nih.gov/pubmed/19197294
http://dx.doi.org/10.1158/0008-5472.CAN-07-6229
http://www.ncbi.nlm.nih.gov/pubmed/18413722
http://dx.doi.org/10.4049/jimmunol.1300654
http://www.ncbi.nlm.nih.gov/pubmed/23794702
http://dx.doi.org/10.3109/08820139.2012.680634
http://www.ncbi.nlm.nih.gov/pubmed/23017138
http://www.ncbi.nlm.nih.gov/pubmed/12960339
http://dx.doi.org/10.1128/AAC.00217-12
http://www.ncbi.nlm.nih.gov/pubmed/22470120
http://dx.doi.org/10.1093/infdis/jir786
http://www.ncbi.nlm.nih.gov/pubmed/22198962
http://dx.doi.org/10.1007/978-3-540-75203-5_6
http://www.ncbi.nlm.nih.gov/pubmed/18727490
http://dx.doi.org/10.1016/j.semcancer.2012.01.010
http://dx.doi.org/10.1016/j.semcancer.2012.01.010
http://www.ncbi.nlm.nih.gov/pubmed/22313876
http://www.ncbi.nlm.nih.gov/pubmed/5
http://dx.doi.org/10.4049/jimmunol.1202144
http://www.ncbi.nlm.nih.gov/pubmed/23277486
http://www.ncbi.nlm.nih.gov/pubmed/22868498
http://www.ncbi.nlm.nih.gov/pubmed/22368280
http://dx.doi.org/10.4049/jimmunol.0903348
http://www.ncbi.nlm.nih.gov/pubmed/20083674
http://www.ncbi.nlm.nih.gov/pubmed/18941226
http://dx.doi.org/10.1007/s00134-012-2574-4
http://www.ncbi.nlm.nih.gov/pubmed/22552586


42. Dilek N, Vuillefroy de Silly R, Blancho G, Vanhove B (2012) Myeloid-
derived suppressor cells: mechanisms of action and recent advances in
their role in transplant tolerance. Frontiers in Immunology 3:208.

43. Ordway DJ, Shang S, Henao-Tamayo M, Obregon-Henao A, Nold L et
al. (2011) Mycobacterium bovis BCG-mediated protection against W-
Beijing strains of Mycobacterium tuberculosis is diminished
concomitant with the emergence of regulatory T cells. Clin Vaccine
Immunol 18: 1527-1535. doi:10.1128/CVI.05127-11. PubMed:
21795460.

44. Shang S, Harton M, Tamayo MH, Shanley C, Palanisamy GS et al.
(2011) Increased Foxp3 expression in guinea pigs infected with W-
Beijing strains of M. tuberculosis. Tuberculosis (Edinb, Scotland) 91:
378-385. doi:10.1016/j.tube.2011.06.001. PubMed: 21737349.

45. Rodriguez PC, Quiceno DG, Zabaleta J, Ortiz B, Zea AH et al. (2004)
Arginase I production in the tumor microenvironment by mature myeloid
cells inhibits T-cell receptor expression and antigen-specific T-cell
responses. Cancer Res 64: 5839-5849. doi:
10.1158/0008-5472.CAN-04-0465. PubMed: 15313928.

46. Rodriguez PC, Zea AH, Culotta KS, Zabaleta J, Ochoa JB et al. (2002)
Regulation of T cell receptor CD3zeta chain expression by L-arginine. J
Biol Chem 277: 21123-21129. doi:10.1074/jbc.M110675200. PubMed:
11950832.

47. Rodriguez PC, Zea AH, DeSalvo J, Culotta KS, Zabaleta J (2003) L-
arginine consumption by macrophages modulates the expression of

CD3 zeta chain in T lymphocytes. J Immunol 171: 1232-1239. PubMed:
12874210.

48. Zea AH, Culotta KS, Ali J, Mason C, Park HJ et al. (2006) Decreased
expression of CD3zeta and nuclear transcription factor kappa B in
patients with pulmonary tuberculosis: potential mechanisms and
reversibility with treatment. J Infect Dis 194: 1385-1393. doi:
10.1086/508200. PubMed: 17054067.

49. Rodriguez PC, Quiceno DG, Ochoa AC (2007) L-arginine availability
regulates T-lymphocyte cell-cycle progression. Blood 109: 1568-1573.
doi:10.1182/blood-2006-06-031856. PubMed: 17023580.

50. Pessanha AP, Martins RA, Mattos-Guaraldi AL, Vianna A, Moreira LO
(2012) Arginase-1 expression in granulomas of tuberculosis patients.
FEMS Immunol Med Microbiol 66: 265-268. doi:10.1111/j.1574-695X.
2012.01012.x. PubMed: 22827286.

51. Ino Y, Yamazaki-Itoh R, Oguro S, Shimada K, Kosuge T et al. (2013)
Arginase II expressed in cancer-associated fibroblasts indicates tissue
hypoxia and predicts poor outcome in patients with pancreatic cancer.
PLOS ONE 8: e55146. doi:10.1371/journal.pone.0055146. PubMed:
23424623.

52. Durante W, Johnson FK, Johnson RA (2007) Arginase: a critical
regulator of nitric oxide synthesis and vascular function. Clin Exp
Pharmacol Physiol 34: 906-911. doi:10.1111/j.
1440-1681.2007.04638.x. PubMed: 17645639.

53. Youn JI, Gabrilovich DI (2010) The biology of myeloid-derived
suppressor cells: the blessing and the curse of morphological and
functional heterogeneity. Eur J Immunol 40: 2969-2975. doi:10.1002/eji.
201040895. PubMed: 21061430.

Gr1+CD11b+ Cells in Mice with Tuberculosis

PLOS ONE | www.plosone.org 13 November 2013 | Volume 8 | Issue 11 | e80669

http://dx.doi.org/10.1128/CVI.05127-11
http://www.ncbi.nlm.nih.gov/pubmed/21795460
http://dx.doi.org/10.1016/j.tube.2011.06.001
http://www.ncbi.nlm.nih.gov/pubmed/21737349
http://dx.doi.org/10.1158/0008-5472.CAN-04-0465
http://www.ncbi.nlm.nih.gov/pubmed/15313928
http://dx.doi.org/10.1074/jbc.M110675200
http://www.ncbi.nlm.nih.gov/pubmed/11950832
http://www.ncbi.nlm.nih.gov/pubmed/12874210
http://dx.doi.org/10.1086/508200
http://www.ncbi.nlm.nih.gov/pubmed/17054067
http://dx.doi.org/10.1182/blood-2006-06-031856
http://www.ncbi.nlm.nih.gov/pubmed/17023580
http://dx.doi.org/10.1111/j.1574-695X.2012.01012.x
http://dx.doi.org/10.1111/j.1574-695X.2012.01012.x
http://www.ncbi.nlm.nih.gov/pubmed/22827286
http://dx.doi.org/10.1371/journal.pone.0055146
http://www.ncbi.nlm.nih.gov/pubmed/23424623
http://dx.doi.org/10.1111/j.1440-1681.2007.04638.x
http://dx.doi.org/10.1111/j.1440-1681.2007.04638.x
http://www.ncbi.nlm.nih.gov/pubmed/17645639
http://dx.doi.org/10.1002/eji.201040895
http://dx.doi.org/10.1002/eji.201040895
http://www.ncbi.nlm.nih.gov/pubmed/21061430

	Gr1intCD11b+ Myeloid-Derived Suppressor Cells in Mycobacterium tuberculosis Infection
	Introduction
	Results
	Evidence for an increase in CD11b+ but not CD11c+ cells in infected NOS2-/- mice
	Characterization of expression of Gr-1 delineates two major populations
	Increase of Gr-1int CD11b+ FSClow population during chronic disease in NOS2-/- mice
	Evidence for two distinct morphologically different Gr1+ roles
	Gr1int cells are increased in other murine models showing lung necrosis
	Enhanced arginase-1 activity is also present in the lungs of necrotic-prone C3HeB/Fe and NOS -/- mice
	Sorted Gr1 cells induce activation of Th17 cells and CD4 proliferation

	Discussion
	Materials and Methods
	Animals and infections
	Bacterial enumeration
	Flow cytometry analysis
	Histology
	Immunohistochemistry
	Protein quantification
	Arginase activity
	Cell sorting
	Biological assays with sorted Gr1 populations
	Proliferation assay
	Statistical analysis

	Author Contributions
	References


