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There are errors in Figure 1. The columns containing
frequencies at the bottom of Figure 1A are in the wrong order.
The authors have provided a corrected version here.
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# n % n %
1 14 17 23 23
2 14 17 | 27 27
3 12 15 16 16
4 6 74 10 10
5 5 62 11 11
6 4 49 1 1
7 2 25 4 4
8 6 74/ 3 3
9 3 37 0 O
10 112 0 O
1" 2 25 0 O
12 |4 49 0 0
13 3 37 0 O
14 2 25 0 O
15 2 25 0 O
16 1 12 0 O
17 0|0] 3|3
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19 0 0 1 1
20 0 0 0 O
21 0/0]0|0
22 0 0 0 O
23 0 0 0 O
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Figure 1. Frequency of KIR profiles and of individual K/R genes in the Kaingang and Guarani populations. 1A
profiles are on the left side and the frequencies of individual genes are on the bottom. Filled boxes indicate presence of the gene and blank boxes,
absence. In dark blue are genes typically from haplotypes A and light blue, from haplotypes B. n = number of individuals; f = carrier frequencies; gf =
gene frequency; ID = identification number according allelefrequencies.net [24]. 1B - Phenotypic frequencies of each KIR gene and pseudogene in

the Kaingang and the three Guarani populations. Genes observed in all individuals are not shown.
doi:10.1371/journal.pone.0056755.g001
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